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Here are the commands to perform:
1. Move to the directory holding all the barcode folders
cd Path\To\Fastq\Directory
2. Make a new directory to hold the concatenated files
mkdir Concatenated_Fastqs
3. This next command loops over each directory whose name begins with "barcode", copies all the files in that directory that end with ".fastq.gz" and places them as one concatenated file into the new directory.
for /D %d in (barcode*) do (copy /b %d\*.fastq.gz Concatenated_Fastqs\%d_concatenated.fastq.gz)



At any point you can use the "dir" command to view the contents of the current directory.

Here's an explanation of the above command:
· "for" is the command to start a for loop. A for loop is a command that basically says, "for each element specified, do something"
· Here, the elements are the directories holding the fastq files. The "/D" argument tells the for loop we're talking about directories.
· Each directory name will be temporarily assigned to a variable. The name of this variable is "d", but we could have named it something else.
· "in (barcode*)" means to use the directories with names that start with "barcode" followed by anything else.
· "do" the following command to each of the elements
· "copy" has the format "copy infile1 infile2 infile3 ... outfile", which will copy all of the infiles concatenated together into one outfile.
· Our infiles are "%d\*.fastq.gz" which means all the files that end with ".fastq.gz" that are in the %d directory (that is, the directory name currently held in the variable d).
· Out outfile is "Concatenated_Fastqs\%d_concatenated.fastq.gz" which saves the output to a new file in the Concatenated_Fastqs directory with a name based on the name held in %d.
· The "/b" argument means to copy the files as a string of bytes (rather than as a string of characters) I think.
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H:\>cd H:\Kevin\Drafts\HIV_fastq2fasta\16_Barcodes
H:\Kevin\Drafts\HIV_fastq2fasta\16_Barcodes>dir

| Volume in drive H is Data_)

ivulume Serial Number is A633-C702

| Directory of H:\Kevin\Drafts\HIV_fastq2fasta\16_Barcodes

04/12/2022 03:
04/12/2022 @

29 M <DIR>
29 M <DIR> i
103 PH  <DIR> barcodee1

04/12/2022
04/08/2022 ©5:67 PM  <DIR> barcodeo2
04/08/2022 ©5:67 PM  <DIR> barcodeo3
04/08/2022 ©5:67 PM  <DIR> barcodeea
04/08/2022 ©5:67 PM  <DIR> barcodeos
04/08/2022 ©5:67 PM  <DIR> barcodeot
04/08/2022 ©5:67 PM  <DIR> barcode?
04/08/2022 ©5:07 PM  <DIR> barcodees
04/08/2022 ©5:67 PM  <DIR> barcodees
04/08/2022 ©5:67 PM  <DIR> barcode1o
04/08/2022 ©5:67 PM  <DIR> barcode11
04/08/2022 ©5:67 PM  <DIR> barcode12
04/08/2022 ©5:67 PM  <DIR> barcode13
04/08/2022 ©5:67 PM  <DIR> barcode1a
04/08/2022 ©5:67 PM  <DIR> barcodels
04/08/2022 ©5:67 PM  <DIR> barcode16
o File(s) 4,096 bytes

18 Dir(s)  1,386,221,568 bytes free
H:\Kevin\Drafts\HIV_fastq2fasta\16_Barcodes>mkdir Concatenated_Fastqs

H:\Kevin\Drafts\HIV_fastq2fasta\16_Barcodes>for /D %d in (barcode*) do (copy /b %d\*.fastq.gz Concatenated_Fastqs\%d_concatenated.fastq.gz)





