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OI'TIABJIEHME - T'NIIEPCCBIJIKHA HA ITPOLOHEAYPY

3.

IloaroroBka (aiga MeTaJaHHBIX JUIS OCAEI0BATEALHOCTEH, KOTOPBIEC OYAVT 3arpy KEHBI
B Terra (5.1)

Bxox B Terra, uconb3ysa Chrome u ¢Boro yueTnyio 3anuck Google (5.2)

3arpyska ¢aiioB mocaenoBaTeaIbHOCTER U MeTagauHeIX B Terra (5.3)

3anyck padouero npouecca KK u renorunuposanust (5.4)

Onenka Metpuk KKC g mocnenosarensHocTel (5.5)

IIpocMOTpP PEe3YJIHTATOB T'€HOTUIHUPOBAHUS MOCIEA0BaTENLHOCTEH (5.6)

3arpyska nociegosarenbHocteli B NCBI (5.7)

IIpunosxenre PNIDO1-1: Mmoopt ganabix B Terra HenmocpeacTtsenHo u3 [llumina
BaseSpace

IIpunoxxenne PNIDO01-2: 3arpyska ganabeix 13 NCBI SRA

IIpunosxkenre PNIDO01-3: HacTpoiika npeacTaBIeHNs TaOIUIbI JAHHBIX IS METPHK
KoHTposa KauectBa PulseNet

[Ipunoxeune PNIDO01-4a. Kputnueckue mokaszarenan kadectsa PulseNet mist pyTHHHBIX
IIOCIEJIOBATEILHOCTEH

[Ipunoxxenre PNIDO01-4b. Illar npeasaputensHoi npoBepkn ureHus TheiaProk mis
HCKJIIOYEHHS ITOCJIEN0BATENLHOCTEN HU3KOI'0 KAYECTBA C IIEABI0 DKOHOMHUU
BBIYMCIUTENLHBIX PECYPCOB

IIpunoxxkenne PNIDO01-5. Hactpoiika npeacraBiacHus Ta0JuIbl AaHHBIX i PulseNet mis
T€HOTHIINPOBAHMS

IIpunoxxenne PNIDO01-6. 3arpy3ka JIONOJHATEIBHBIX METaIaHHLIX B Terra juist
npeactapiaenns B NCBI u HacTpo¥ika IpeacTaBICHUS TaOJUIbI JAHHBIX JUII METAaJaHHBIX
IIpunoxxkenre PNIDO01-7: O630p padouyero nponecca TheiaProk mis xapakTepuCcTUKU

OakTepuit

HEJIb: Onucarts nporeaypy aHajiu3a JJaHHBIX TOJTHOTeHOMHOTO cekBeHupoBaHus (WGS)
[llumina ¢ KOPOTKUM UTEHHEM, KOTOpPBIE OYAYyT UCIOIB30BaThCs A anuaHan3opa PulseNet
International (PNI) ¢ momomipto obmagHoit mmardopmsel Terra.Bio.

OBJIACTDb ITIPUMEHEHMSI: /lannas nporieaypa kacaercs Bcex coTpyaaukoB PulseNet,
ucnoib3yommm miardgopmy Terra.Bio ans ananusza nanasix WGS ¢ KOpOTKUM
cunthiBareM [llumina B miensx smuaHam3opa B pamkax cetu PulseNet International. JlanHas
COII oxBatbIBaeT 3arpy3Ky rnocieaoBaTeabHOCTeH 1 MeTafganHbix B Terra.Bio, onieHky
KayecTBa MOCJIeJ0BaTeIbHOCTEH, paboune mpoiecchl COOPKU U TeHOTUITMPOBAHUS, a TAKXKe
3arpysky nociegonarenbHocTel B NCBI. @uoreneTnueckre aHaIn3bl pacCMaTpUBaIOTCs B
COII PNIDO02 (CrangapTtHas onepannonHas npornenypa PulseNet International st
¢dunorenernueckoro ananuza gaHHbIXx WGS ¢ ucnons3oBanunem miatdopmer Terra.Bio).

OINIPEJAEJIEHUS/TEPMHHDI:

3.1 ANI: cpennsis HyKJI€OTHIHAS UAEHTUYHOCTD
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3.2 BaseSpace: O6naunas BerauciautenbHas cpena [llumina ns ananu3sa, ynpaBieHUs U
XpaHEHUs JaHHBIX CEKBCHUPOBAHUS CIIEAYIOIIEr0 OKOJIEHUS, BKITIOYast COBMECTHOE
MCIOJIb30BaHUE JAHHBIX.

3.3 Komanasl Bash: Bash (Bourne Again Shell) - 3To o60104ka nntepdeiica koMaHIHOM
ctpoku (CLI), mupoko ucnonszyemas B Linux 1 macOS. O6oi04Kka - 3T0 KOMITbIOTEpHAs
porpaMMa, KOTopasi O3BOJISET HAMIPSIMYIO YIIPABISTH ONEPAMOHHON CUCTEMOM
koMmmbrotTepa. Komanasl Bash ucnonesyiores asis ynpaieHus] KOMIIBIOTEPOM UITU
OTIePAITMOHHOM cHCTEeMOU 0e3 He0OXOIMMOCTH TIePEeMeIIaThCsl 0 MEHIO, OMIIUSIM U OKHAM
rpadgudeckoro naTepderica mob30BaTesl.

3.4 BioProject: Konnekuust 6uonornyeckux naHasix B NCBI, oTHOCsmascs kK 01HOM
MHUIUATUBE, UCXOAIIast OT OJHOW OpraHU3aluy UM KOHCOPIIMYMa.

3.5 buoobpa3zen (BioSample): [IpenocraBnsemast OTIpaBUTENIEM ONUcCATENbHAs HHPOPMALIUS
(MeTamaHHBIC) O OMOJIOTHYECKUX MaTepHaliax, U3 KOTOPHIX MOJyYCHBI JaHHBIC,
xpansiuguecst B NCBI.

3.6 KonTtur: HenpepbiBHAs KOHCEHCYCHAs MOCIEI0BATENIbHOCTD, MTOTYYeHHAsI B pe3yJIbTaTe
cOOpKHU MHOXKECTBA KOPOTKUX, IepekphiBatomuxcs pparmenton JJHK.

3.7 HokpbiTHe: CpenHee KOTUYECTBO YTEHUM, BKIIFOYAIOIINX JAHHBIA HYKJICOTH] B
PEKOHCTPYHPOBAHHYIO ITOCIIEIOBATEILHOCTD.

3.8 Kpuruueckue nmoxkaszarej KauyecTBa: MOKphITHE (TTOce 00Ope3kn), cpeaHee kauecTBo (Q
score 10 00pe3Kn), JuInHa COOPKU M 0OUIIME BTOPHUHBIX T€HOB (OOHApYXKEeHHE
KoHTamuHaIuu ¢ momoiisio MIDAS). [TocinenoBarenbHOCTH, HE COOTBETCTBYIOIINE
MUHUMATHHBIM TOPOTOBBIM 3HAYEHUSM/IOMYCTHMBIM JHAIIa30HaM JIJIsl OTHX TTOKa3aTeNeH,
OTpe/IeNICHHBIX B IaHHOM JIOKyMEHTE, JOKHBI ObITh IIOBTOPHO CEKBEHUPOBAHBI.

3.9 CSV: 3HaueHus1, pa3felieHHbIE 3allSITHIMU.

3.10 Coopra DeNovo: COopka mmocienoBaTeIbHOCTH, CO3/IaHHAs U3 KOPOTKUX
HEOOpaOOTaHHBIX YTEHUH 0€3 MCII0JIb30BaHMsI STAIOHHOTO FeHOMA.

3.11 FASTA: TekcToBbIii (hopMaT AJist IPEACTABICHHUS HYKJICOTHIHBIX WU TIENTHIHBIX
MOCIIEI0BATEIHHOCTEH, B KOTOPOM Mapbl OCHOBAHMH MM aMHHOKHCIIOT MIPEICTABICHBI C
MTOMOIIIbIO OTHOOYKBEHHBIX K0/I0B. [TocnenoBarensHocTh B popmate FASTA Haunnaercs
C OJTHOCTPOYHOTO OTHCAHMSI, 32 KOTOPBIM CIEAYIOT CTPOKU JAHHBIX O
nocneaoBarenbHoCcTU. CTpOKa OMMCAHUS OTIIMYAETCS OT JAHHBIX O MOCIEA0BAaTEIbHOCTH
cuMBoJIOM "Oobie, uem" (">") B mepBoM CTOIIOIIE.

3.12 FASTQ: TexcToBbIi hopMat 115t XpaHEHUS OMOJIOTHYECKOM TIOCIEI0BATEIHHOCTH U
COOTBETCTBYIOIIIUX €1 OIICHOK KauecTBa.

3.13 GAMBIT: MeToa reHOMHO# anmpOKCUMAITUHU I UASHTU(DHUKAIIUN U OTCIICKUBAHHS
Oakrepuii. Meron uneHTHGUKAINN OaKTepHAIbHBIX BUAOB, UCIIOIB3YIOMINI aJTOPUTM Ha
ocHOBe k-Mep 15 moucka 1mo OOJBIION 3TaJTOHHON 0a3e TaHHBIX TE€HOMOB.

3.14 Gzip: @opmar ¢aitsioB 1 MpOrpaMMHOE MPHIIOKEHHUE, UCTIOIb3YEMOE ISl CKATUS U
pacnakoBKH (HaIIOB € 1ENTbI0 OBICTPO Mepeavyn TaHHbIX yepe3 HTepHerT.

3.15 LIMS: cucrema ynpaBieHus J1abopaTopHOH HHPOPMAITUEH.

3.16 Mash Sketching: Mash - 3To Habop HHCTPYMEHTOB JJISI CO3/IaHUSI M UCTIOIb30BAHMS
scku3oB MinHash, cioco6 npeBpartiieHust TeHoMa B HEOOJBIIYIO MOAMKICH, KOTOPYIO
MO>KHO JIETKO CPaBHUTH C IPYTHUMH MOAMHCSIMH.
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3.17 Metaaannble: HaGop 1aHHBIX, KOTOpPBIE OMKUCHIBAIOT U MPEJOCTABISIOT HHGOPMAIUIO O
JPYTHUX JTaHHBIX.

3.18 MIDAS: Metagenomic Intra-species Diversity Analysis System. MnTerpupoBanHblii
BBIYHCIUTENLHBIN KOHBEWEpP ISl KOJIMYECTBEHHON OIIEHKH YUCIICHHOCTH U OXBaTa
OaKkTepHaIbHBIX BUOB B IPOOOBBIX METarecHOMax Ha OCHOBE B3PBIBHOTO BHIPABHHBAHUS
IO MMaHEeN YHUBEPCAIBHBIX OJJTHOKOIMIHBIX TCHOB.

3.19 N50: cratuctuka N50 00BIYHO HCTIONB3YETCS B KA4eCTBE TPyOOi OIIEHKH T€HOMHBIX
cbopok. OHa npeacTaBisieT co00i IITMHY KOHTHTA (B ITapaXx OCHOBAHUM), 111 KOTOPOTO
MIOJIOBMHA MOCJEI0BAaTEIbHOCTH T'eHOMa coOpaHa B KOHTUTH, MPEBBIIIAIONINE UITU PaBHbBIE
pa3Mepy koHnTura N50.

3.20 NCBI: HaunoHanbHbIH IIEHTP OMOTEXHOJIOTUYECKON HH(OpMAITUH.

3.21 PNI: PulseNet International.

3.22 QA/QC: ObGecneuenue kauecTBa/KoHTpoIb KadecTBa (OK/KK).

3.23 Q score: O1neHKa KadyecTBa I KaX0H OTICIbHOM ITO3UIMY OCHOBAHHMS B
MOCJIEI0BATENBHOCTH, YKa3bIBAIOIIasl HA TOYHOCTh PACIIO3HABAHUS OCHOBAHUS.
Ucnonssyrores onenku Phred, rne Q = -10log (BepositHocTh ommOku). Uem BbIle Oat
Ka4yecTBa, TEM HaJECKHEE Paclio3HABAHUE HYKJICOTUIHBIX OCHOBaHMil. Q30 o3HayaeT, 4to
BEPOATHOCTb HETIPABUIILHOIO PACIIO3HABAHUS B JaHHOW no3uuuu coctasiser 1 k 1000.

3.24 Ipourenne: Enuanna HenpepriBHOM nocnenoBaTenbHocTH JJHK (maper ocHoBaHmMif),
MOJTyYeHHasl IyTeM CEKBEHHPOBaHUS yacTu (pparmMeHTupoBanHoi nenesoit JJHK.

3.25 Homep SAMN: Vuukansublil naeatudukarop NCBI (Homep moctyma) muist 6noobpasia
MOCTIeI0BATENbHOCTH (METaaHHBIE).

3.26 SOP: CrangapTHas onepallMiOHHas IPOLEaypa.

3.27 SRA: ApxuB CUUTBHIBaHUS [1OCIIEI0BATEILHOCTEH.

3.28 Homep SRR: Yuukansusiii uneatudurarop NCBI (Homep mocTyma) 1uist 3arpyKeHHBIX
HeoOpabOTaHHBIX YTECHUH MMOCIIEIOBATETLHOCTEH.

3.29 Terra.Bio: O6naunas rurardgopma Juisi aHAJIA3a TOCIE0BaTEIbHOCTEH, pa3paboTaHHAs
HNucturyrom bpoyna MaccadyceTckoro TeXHOJIOIMYECKOT0 HHCTUTYTA U ["apBapIickum
YHUBEPCUTETOM U Ucmoyib3yemas kommnanuei Theiagen Genomics (Xaitnenac-Panu, CO,
CIIA) nys mpenocTaBiieHus 001el MIaTHoM miaT¢opMsbl 1a00opaTopusiM OOIECTBEHHOTO
3IpaBOOXpaHEHUS JIJIsl pa3MelieHus1, aHanu3a 1 oomena nanueimu (Libuit ez al., 2023).

3.30 TSV: 3uauenus, pazeieHHbIC Ta0YIISAIHEH.

3.31 WGS: n101HOT€HOMHOE CEKBEHUPOBAHHUE.

4. OBS3AHHOCTHU:

4.1 Cotpynuuku PulseNet mpoBosT OLIEHKY KayecTBa U T€HOTUITMPOBAHUE
MOCJIeI0BAaTEILHOCTEN KOPOTKUX uTeHuH [1lumina, co3gaHHbIX 111 MEKTyHAPOTHOTO
snunHaazopa PulseNet, ucnonssys matdopmy Terra.Bio. HactositensHo pekoMeHayercs
nenutbes faHHbiMu WGS ¢ npyrumu yuyactHukamu PNI mytem 3arpy3ku B NCBI.

5. IMPOUEAYPHI:
MNPUMEYAHMUE: /[annbie nocredosamenvrocmeti mo2ym 6vims umnopmuposatul 8 Terra
O0OHUM U3 cledyrouwux mpex cnocobos: (1) 3azpysrka uz 10KkaneHo20 cemego2o XpaHunuua
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(waeu 5.1 - 5.3), (2) Ilpamas nepedaua uz obnaxa 6 ooaaxo uz lllumina BaseSpace
(npunoscenue PNIDO0I-1), (3) 3aepyska uz NCBI SRA (npunoscenue PNIDOI-2).

5.1 IMoaroroBbTe (pailj MeTATAHHBIX JJISl OCJIEA0BATEIbHOCTEH, KOTOPbIE OyayT
3arpy:keHbl Ha caiiT Terra . ®aiin metaganHbIX OyneT cBsI3bIBaTh 3arpyxennsie FASTQ-
(halisbl ¢ COOTBETCTBYIOIIMMU HMEHAMH 3aIvceld B 0a3e JaHHBIX, T.€. KJI0YaMH 3alHCeH.

5.1.1 C nomomusto Excel otkpoiite mabioH ¢aiiia MeTagaHHbIX B popmare tsv.

W open % | ookt - Fart T T EBERDACETIREND T () - a0 %
- « 4| B = Tera > CBCATCC sequences v | G| P searcn<DE AT squences
Organize»  Hew folder E- O @

S entitYiCBCAT o

HCLZID DHWED Pulsetiet Datasets-1C ~ Mame e
+NCEZID DIVIED. Pulseriat Datasets- RO o ennae e T el

BAA-GT98- M3MT-22 040 5¢ rea
atcc-25022-c1 |
_EC 25922~

- AT ) BAAT98 MT-22-040 55
1 +NCTVED_DFEMD, PulscNel WES-FC B pAAATCIM a0 C1- .
2 H3235-23-002 Date modified ]
+NCZVED_DFEMD PulseNet WG5-RO ) BAAGTO-CI-MBDIS-23-00E 510 [ goL_gel il

1 +0ID_ECLB_CDC.COL RO A pansrczanzsason 001 Fasta gz
¥ +0ID Minian_User Group-FC BAA-679-C2-M3225-23-00 ﬁ);]i 23-ngz - Clickthe pin icon that appears when you hover over a fike
7 +0IDNCEZID_DFAED-FC g B easmcenss0e Y597 g
3 <OID.NCEZID Pane Sanskerrac-RS B waarscomnn s 001 Fastd oz,
P — || Domtseetrmenf] 5 D
2 pacuments | manal upload meracata i | 3235-23-002 €D+ [ —

<) manual vpload metodata i v _520_LIOL K1
3 Locl Disk () G > O0L.fastq.az o

") 812073 T2 24
o = o=

i o [rarosLup e 23 <] [uries =

&= o L domestic contract 2022-2023 e _—_

5 EZID/DRWEDY's OneDrive - CDC » Documents =

P
= Browse €DC memo #43 Trees SEmETEEmeT
Clese. Trees, Eila (COC/DOIDNCEZID/DFWED)'s OncDrive - CDC » Documents =
Last Wesk

5.1.2 Heo06xoaumo 3amoJHUTh KAaK MUHUMYM CJIEAYIOIINE TPU CTOJIONA:

5.1.2.1 Entity:collection_name_id. D10 Ha3BaHME KOJIEKIIUU JaHHBIX Terra (TaOauIibl
TaHHBIX ), B KOTOPYIO BBl XOTHTE 3aTPY3UTh CBOU TIOCIICOBATEIILHOCTH, HAITPUMED,
entity:CDC_ATCC_Sequences_id. UnenTrdukaropsl mraMmMoB (KIFOUYHU 3aITHCH )
Ha3zbIBaroTcAa B Terra "cymuoctamu'.
MNPUMEYAHMUE: npobdenvt u mupe ne donycrkaiomces. "entity:" u " _id"
obsizamenvhbl 015 Terra 6 umenu cmonbya.

5.1.2.2 Read1. Vms ¢aiina readl fastq.gz ans naHHOU 3anucH.

5.1.2.3 Read2. Nms daiina read 2 fastq.gz nns 3anucwu.

manual upload_metadata 230328 - Saved ~ P Search (Alt+Q) Trees, Eija (CDC/DDID/NCEZID/DFWED) (CTR)  TE

File  Home In: elayoul Formulas Data Review View Developer Help © Comments | | & Share
Grie e daw v e | [ |em | B BB @ERE| I O
E— =
]

il [ir]

Poste. LBCOPY ©

| * P U e[ A % | Bmnc + | | 5 3 [ | St e 83| v o torm | S0 s e
Clpboard ont 5 Aignment 5| sensituy Number 5 siles cells Editing ~
[c15 Ji[x v & v
O Notset [ public General || Restricted Use ~|| _Highly Sensitve ~ x
4 A B [ [§ D E F | 6 | u [ 1t [ K L M [
1 [entity:CDC_ATCC_Sequences_id |readl read2
2 |aTCC-17802-C1_ VP 17802-C1-M947-23-007_S1_L001_R1_001.fastq.gz __|17802-C1-M947-23-007_S1_L0OL_R2_001.fastq.g2
3 |aTcc17802-C2_vP 17802-C2-M947-23-007_52_L001_R1_001.fastq.gz | 17802-C2-M947-23-007_52_L001_R2_001.fastq.gz
4 |aTcc17802-C3 VP 17802-C3-M947-23-007_53_L001_R1_O01.fasta.gz | 17802-C3-M947-23-007_S3_L001_R2_001.fasta.gz
5 |ATCC-33560-C1_C) 33560-C1-M947-23-007_54_L001_R1_001.fasta.ez | 33560-C1-M947-23-007_54_L001_R2_001.fasta.gz
6 |ATCC-33560-C2_CJ 33560-C2-M947-23-007_S5_L001_R1_001.fasta.ez | 33560-C2-M947-23-007_S5_L001_R2_001.fasta.gz
7 |ATcc33560-C3 0
8 |ATcC51812.C1 SE |51812-C1. 10_L001_R1_001.fasta.gz_|51812-C1 $10_L001_R2_001.fastq. gz
9 |ATCC51812-C2_SE 51812-C2-B-M947-23-007_511_L001_R1_001.fastq gz 51812-C2-8-M47-23-007_S11_L001_R2_00L.fasta.gz
10 |ATCC 51812-C3_SE 51812-C3-B-M947-23-007_512_L001_R1_001.fastq.gz_ 51812-C3-B-M47-23-007_S12_L001_R2_001.fasta.gz
1]
12}
13
14
15
16
7] -
18]
19]
20|
21
2
23
2]
2]
2% &
27 B

< manual_upload_metadata 230328 [ & i [k ] O

Rescy B3 T accessiy: navaable

O Type here to search Hi "R > RPN Y D Y =

12:17 PM
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5.1.5

IPUMEYAHUE: oononnumenvuvie memaoarHvle mMo2ym Obimb 000a81eHbl HA
O0anHoM dmane unu noszouee. Pykogoocmeo no memaoanHbimM CM. 8 NPUTLOHCEHUU
PNIDO01-6.
Benute naeHTudUKaTOPHI IITAaMMOB B cTonoOue "identity" Tak, Kak BBl XOTUTE, YTOOBI
OHM O0TOOpakaiuch B Terra.
MNPUMEYAHMUE: uoenmugpuxamop wmamma me 001d4ceH co8nadams ¢ Kakou-iuoo
yacmoio umenu ¢atina fastq.gz.
Ckonmpyiite 1 BcTaBbTe UMeHa (paiiinoB fastq.gz ans Kaxa0ro mramma B CTOJIOLBI
"read1" u "read2". Yoenurech, uTo nMeHa ¢aitiioB 3akaHuMBarOTCs Ha "fastq.gz".

1IAE-I Etract CDC ATCC sequences ~ o x
Wome  Sare  View | Compressed FolderTools )
© = v 9|1 > ThisPC > Local Disk(C) > Terra > CDCATCC sequences v ‘ [3) ‘ O Search CDC ATCC sequences
T +My_Documents A" Name Date modified Type Size 2
e T New folder 282023 1212 PM File folder }
| % cocAtcc sequences 10708-C1-M3235-23-002.516.1001_R1_001 fastq 1/25/2023 911 AM GZFile 152935 KB .
T Paper reviews 10708-C1-M3235-23-002_516.L001_R2_001 fastq 1/25/2023 911 AM GZFile 175618 KB |
1 o 10708-C2-M3235-23-002_517 1001 R1.001 fastq 1/25/2023 9:11 AM GZFile 251050 K8
B coc 10708-C2-M3235-23-002.517.1001_R2_001 fastq 1/25/2023 911 AM GZFile 273935 KB ‘
- 10708-C3-M3235-23-002_518.1001_R1_001 fasta 1/25/2023 911 AM GZFile 261478 KB
- NCEZID-DFWED-EDLB-NGSMU - Historical Salmonella FIA Manuscript - Historic, ooy onp ey e e ozt FEEVERE
- @ OneDrive - CDC nd) file 148748 KB
- file 128117 KB
= This PC aut
17802-C2- .52.1001.R1.001fastq e file 192254 KB
T +AHB_OUT_Process-ro 17802-C2-M947-23-007.52_1001_R2_001 fastq = File 197471 KB
1 +CCID.NCZVED_DFBMD.EDLB 17802-C3-M947-23-007_53_L001_R1_001 fastq . File 178324 KB
I +CCID_NCZVED_DFBMD_EDLB-FC 17802-C3-M947-23-007_S3_L001_R2_001fastq ST File 188470 KB
T +CCID_NCZVED_DFBMD._PulseNet 25922-C1-M3235-23-002.519_1001_R1.001 fastq file 290392 KB
25922-C1-M3235-23-002.519 1001 R2_001 st 0 10 ‘it Reading order File 3125502 KB
1 +FCID_DBMD 1 Apps-fc SIS 4 Show Unicode control characters §
T +FCID_DBMD.1_Share-fc 25922-C2:M3235-23-002. 520 LOOT.R001AS9  jnsert nicode control character > [File ERE
@ 25922-C2-M3235-23-002.520,1001 R2_001 st Fil 224490 KB
5 ncoctoispace 25922-C3-M3235-23-002_521.1001_R1.001, f:stq‘ el r:\: 243397 KB
T +NCEZID_DFWED_EDLB PulseNet Data-FC £ 100G Reconversion :
25922-C3-M3235-23-002.521 1001 R2_001fasta /25203912 AN GZ File 277,029K8
R 33560-C1-M947-23-007_54 1001 R1 001 fastq 2/28/2023 4:41 PM GZFile 89679 KB
& +NCEZID DFWED PulseNet Datasets-RO 33560-C1-M947-23-007.54 L001_R2_001 fastq 2/28/2023 4:41 PM GZFile 99987 KB

Coxpanute daiin B popmare tsv: Beioepute "Coxpanuts kak" u "TekcT (¢
paznenureneM Tadysiun) (*.txt)". Yoenurech, uTo uMs (haiiina uMeeT OKOHYaHHE
"tsv".

manual_upload_metadata_240209 Eija Trees |
@ R " 1\ [> OneDrive - CDC > +My _Large_ Workspace > backup > Terra > PT2024
ecer
[ manual_upload_metadata_24020.1sv |
e [Fext Gab delimited) (o) ~ ‘ B save ‘
Excel Workbook (*xIsx) [
& OneDrive-CDC Excel Macro-Enabled Workbook (*xism)
eih9@cdcgov Excel Binary Workbook (*xisb)
Excel 97-2003 Workbook (“xls)
Sites - CDC CSV UTF-8 (Comma delimited) (*.csv)
eih9@cdcgov XML Data (i)
Single File Web Page (*mht, *mhtmi)
Citiegloction Web Page (*htm, *html)
= . Excel Template ("It
[& misec plate (1%
Excel Macro-Enabled Template (*xitm) n

Excel 97-2003 Template (*It)

Text (Tab delimited) (*.txt)

@ Add a Place
Unicode Text (~.bxt) ‘M
XML Spreadsheet 2003 (*xml)

= Browse

Microsoft Excel 5.0/95 Workbook (“is)
(=D CSV (Comma delimited) (*csv) M
Formatted Text (Space delimited) (*prn)
Text (Macintosh) (*.txt)
Text (MS-DOS) (%6c)
CSV (Macintosh (*.csv)
CSV (MS-DOS) (*csv)
DIF (Data Interchange Format) (*dif)
SYLK (Symbolic Link) (*s1k)
Excel Add-in (*xlam)
Excel 97-2003 Add-in (*xa) =]
PDF (*pdf)
XPS Document (*xps) 2]

Close

5.2 Boiiagute B Terra, ucnosan3yss Chrome u cBor y4ernyro 3anuch Google.
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Welcome to Terra Community ﬂ Welcome {
Workbench : . Workbenc

mmmmmmm e x +

€ 5 C @ apptenabiofmworkspacestheiogen piTheiack PN g ltecs/dta

Welcome ta S smimincode
Workbench

5.3 3arpy3uTte (ailiabl mocjenoBarejbHOCTel 1 MeTaganubie B Terra
5.3.1 B paznene "Pabouee mpoctpanctBo Terra" Beioepute BKIaaKy "JlaHHbIe", HAKMUTE
"Umnopt nanHbx" 1 BeIOEpUTE "OTKPHITH 3arpy34rK JaHHBIX" U3 BBITIAJAIONIETO
MEHIO.

— NS Workspaces » thelagen_pni/TheiaProk_PNI_Training_ETrees > ——" A
— WORKSPACES Data Data & Tools 2

DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY @

Select a data type from the navigation panel on the left

= Rate:

per hour

Upload TSV ‘

Open data uploader

Add reference data

B 2300109 (2) 6]
CDC_ATCC_Seq... (15) ©®
B CDC_ATCC_Sequ.. (9) @
lllumina_PE_v1-.. (25) ®

B pni_training_sa.. (11) ®

pni_training_sam... (1) ®
B pnusa_lm_gj_cer.. (37) @

pnusa_lm_cj_cer.. (13) @

g £ Type hereto search - %, T AGEDoE M

5.3.2 Ortkpoercs 3kpaH "3arpy3uuk gaHHbIX". Eciau Bamia yyeTHast 3auch UMEET JOCTYH K
HECKOJIbKUM Pab0o4rM MPOCTPAaHCTBAM, CHavalla BaM HY»KHO BeIOpaTh pabouee
MPOCTPAHCTBO, B KOTOPOE BBl XOTUTE 3arpy3UTh JIaHHBIC.
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(@) DATA UPLOADER

231 SELECT A WORKSPACE

You must first select the workspace you wish to upload your files into. You have access to the following workspaces:

Search Workspaces ] [Tags v ] [ Billing project v ] Clear

theiagen_pni > TheiaProk_PNI_Training_ETrees

*Terra workspace created for the Introduction to Bacterial Characterization using the Terra Platform Training Workshop**

Last Modified: Oct 16, 2023 Created By: kevin.libuit@theiagen.com

theiagen-validations > PNI_Eval_Workspace
**PNI Evaluation Workspace**

Last Modified: Nov 9, 2023 Created By: frank.ambrosio@theiagen.com

5.3.3 BribepuTe CyniecTBYIONIYIO KOJUIEKIINIO, MIETKHYB 0 €€ Ha3BaHUIO B CITUCKE, JINOO
CO3/1aiiTe HOBYIO KOJUICKIHUIO.

— @ DATA UPLOADER Qn
- theiagen_pni
** WORKSPACE TheiaProk_PNI_Training_ETrees Change

[ SELECT A COLLECTION @) D

Each collection represents a group of files with a single metadata file describing the table structure. You can create a new collection, or add files to an existing one.

Choose an existing collection

‘ CDC_ATCC_Sequences ‘

‘ pnusa_lm_cj_certification ‘

+ Create a new collection

5.3.4 B paznene "3arpy3uth ¢aitnsl JaHHBIX" HAXMHUTE "3arpy3uts".

e @ A A
— DATA UPLOADER =0
P theiagen_pni o
s WORKSPACE TheiaProk_PNI_Training_ETrees ange
COLLECTION CDC_ATCC_Sequences Change
[a) q hang:
@ UPLOAD YOUR DATA FILES (e
Upload the files to associate with this collection by dragging them into the table below, or clicking the Upload button.
‘You may upload as many files as you wish, but each filename must be unique.
CDC_ATCC_Sequences/ ) Delete
O Name Size Last modified
O 10708-C1-M3235-23-002_S16_L001_R1_001.fastq.gz 149 MB Feb2,2023 m
O 10708-C1-M3235-23-002_S16_LO01_R2_001 fastq,gz 172 MB Feb 2,2023
E
O 10708-C2-M3235-23-002_S17.L0O01_R1_001 fastq.gz 245 MB Feb2,2023
O 10708-C2-M3235-23-002_S17.L0O01_R2_001 fastq.gz 268 MB Feb 2,2023
O 10708-C3-M3235-23-002_S18_LO01_R1_001fastq.gz 255 MB Feb2,2023
| = PR Hoe3 M B B 6 @0l T oA Gw DO e

5.3.5 [TIlepeitaute B MecTo, T coxpanensl ¢ainsl FASTQ, Beioepute aitnibl s 3arpy3ku
n Haxxmute "OTKpBITh".
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x
« v 1|1 « Local Disk(C) > Tema > CDC ATCC sequences > v O] P searchCDCATCC sequences
Organize > New folder E- O @
% WORK 1 +NCEZID_DFWED_EDLB_PulseNet Data-FC A Name - @ Change
1 +NCEZID_DFWED PulseNet_Datasets-FC 91 10708-C2-M3235-23-002.5
1 +NCEZID_DFWED_PulseNet Datasets-RO ‘07"“'Q'M3235'23'”"2—5'
[@ 10708-C3-M3235-23-002.5°
] +NCEZID_DFWED_WGS-fc v
0O coLLg 10708-C3-M3235-23-002. S Change
1 +NCZVED_DFBMD_PulseNet WGS-FC

17802-C1-M947-23-007 51

1 +NCZVED DFBMD_PulseNet WGS-RO
No preview available.
] +0ID_EDLB_ CDC_COL-RO

1 +OID_Minion_User Group-FC
1 +OID_NCEZID_DFWED-FC

Upload the f| P~ AU Upload button.
] +0ID_NCEZID_PulsenetSneakerProd-RO 802-C3-M947-23-007_53.
You may upl| T +OID_NCEZID_PulsenetSneakerTest-RO 25922-C1-M3235-23-002.5
) P 5
CDC_ATCd File name: |“17802-C3-M947-23-007_53 L001_R2_001 fastq” "17802-C1-M9# v‘ [AnFites v CIVLCEUY [ Delete
0O Name Size Last modified

5.3.6 IlosButcs BcmbiBaroiee okHO "Maet 3arpy3ka'. 3arpy3ka MOKET 3aHSTh HECKOJIBKO

MUHYT B 3aBUCHMOCTH OT KOJIMYECTBA 3arpyKaeMbIX (aijioB U MPOITyCKHON
CIIOCOOHOCTH BalIET0 HHTEPHETA.

Upload in Progress...

Uploading file 2 of 18

Currently uploading:
17802-C1-M947-23-007_S1_LO0O1_R2_001.fastq.gz
Size:

125.1 MB

ABORT UPLOAD

5.3.7 Tlocne Toro Kak BCIJIBIBAIOIIEE OKHO MCUe3HET, HaxxmuTe " [lamee".

= DATA UPLOADER

D

theiagen_pni h
TheiaProk_PNI_Training_ETrees Changs

[ O coLLECTION CDC_ATCC_Sequences Change
<
[ UPLOAD YOUR DATA FILES X

Upload the files to associate with this collection by dragging them into the table below, or clicking the Upload button.

’ 82 WORKSPACE

You may upload as many files as you wish, but each filename must be unique.

CDC_ATCC_Sequences/ I Delete
O Name Size Last modified
O 10708-C1-M3235-23-002_S16_L001_R1_001 fastq.gz 149 MB Feb 2,2023 n

5.3.8 B paznene "3arpy3uth ¢aitinsl MeTagaHHBIX" HAXMUTE "3arpy3uTh'.
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e thelagen_pni h
** WORKSPACE TheiaProk_PNI_Training_ETrees ange
O COLLECTION CDC_ATCC_Sequences Change
B pataFILES Includes 48 files Change

UPLOAD YOUR METADATA FILES

Upload a tab-separated file describing your table structures.
* Any columns which reference files should include just the filenames, which will be matched up to the data files in this collection.
* The first column must contain the unique identifiers for each row. The name of the first column must start with entity: followed by the table name, followed by _id.

For example, if the first column is named entity:sample_id, a table named "sample" will be created with "sample_id" as its first column. There are no restrictions on other
columns.

Drag and drop your metadata .tsv or txt file here

5.3.9 [TIlepeitaute B MECTO, T/I€ COXpaHEH (pailyl MeTaJaHHBIX tSV, BRIOEPHUTE 3arpyKacMbIid
¢aitn n Haxmure "OTKPHITH".

x
4 |1 « Local Disk (C) > Tema > CDCATCC sequences > v | O P Search CDCATCC sequences
Organize +  New folder =~ O @
‘ 1 +NCEZID_DFWED_EDLB. PulseNet_Data-FC A Name - ety COCATCC e A Change
' rea
T +NCEZID_DFWED_PulseNet Datasets-FC 3 New folder arcc1mea e v
1 +NCEZID_DFWED PulseNet Datasets-RO 3 -C1-
manual_upload_metadata 230103 o L7802°C1" )
O coLLE I +NCEZID_DFWED_WGS-fc &) manual_upload_metadata 23011 _R1_001. fastq Change
1 +NCZVED_DFBMD_PulseNet WGS-FC <) manual_upload_metadata 230328 M94772£333’§il001
1 +NCZVED_DFBMD_PulseNet WGS-RO —R2.001.fastq
-DrBMD Pulseliet 3 ATCC-17802-C2_vP
1 +0ID_EDLB_CDC_COL-RO 802-C2-
‘ B pata M947-23-007_52_1001 Change
1 +0ID_Minion_User_Group-FC _R1_001. fastq
“C2-
1 +OID_NCEZID_DFWED-FC MO47-23-007_S2_1001
+ ' _R2_001.fastq
11 +OID_NCEZID_PulsenetSneakerProd-RO ATCC-17802-C3_vP ES
] +OID_NCEZID PulsenetSneakerTest-RO 2-C3-
2 M947-23-007_S3_L001
Upload a taly % Local Disk (©) V< > _R1_001.fastq
Fil Iupload_ metadata 230328 ~] [custom Fi v e ae .

* Any col i i i | [cutom Fies | the data files in this collection.

« The firs hust start with entity: followed by the table name, followed by _id.
For exampile, if the first column is named entity:sample_id, a table named "sample” will be created with "sample_id" as its first column. There are no restrictions on other
columns.

Drag and drop your metadata .tsv or .txt file here °

5.3.10 Ha cnenyromiemM skpaHe MpoBEPHTE, uTO (aitiasl fastq.gz cBs3aHbl ¢ TPABUILHBIMHU
KIIFOUaMU 3amucH, 1 Haxmute "OOHOBUTH TabmuIy".
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Bep. Ne 01

JlaTa BCTynjieHHs B CHILY:

@ Upload

« > c

X | @ JobManager

@ app.terra,

x

5 5c8c9302-5..427aead3e ~Bucke: X | + v a X

pl P

Updating Table: CDC_ATCC_Sequences

23cdded-78b1-4bfa-944d-95e42’

DC_ATCC_Sequences

e % 0@ :

UPLOAD YOUR METADATA FILES

A RENAME TABLE

‘ Crpanunal( u3 67

with the new values.

ATCC-17802-C1_VP

ATCC-17802-C2_VP

ATCC-17802-C3_VP

ATCC-33560-C1_CJ

ATCC-33560-C2_CJ

ATCC-33560-C3_CJ

ATCC-51812-C1_SE

ATCC-51812-C2_SE

ATCC-51812-C3_SE

entity: CDC_ATCC_Sequence...

A This workspace already includes a table with this name. If any new rows have the same CDC_ATCC_Sequences_id as an existing row, the data in that row will be updated

If this table looks right to you, click the button on the right to update the table in your workspace.

A readl (updated)

17802-C1-M947-23-007_S1_L0O01_R1_001 fastq.gz
17802-C2-M947-23-007_S2_L0O01_R1_001 fastq.gz
17802-C3-M947-23-007_S3_LO01_R1_001 fastq.gz
33560-C1-M947-23-007_S4_L0O01_R1_001.fastq.gz
33560-C2-M947-23-007_S5_L001_R1_001 .fastq.gz

33560-C3-M947-23-007_56_LO01_R1._001.fastq.gz

51812-C1-B-M947-23-007_S10_LO01_R1_001 fastq...

51812-C2-B-M947-23-007_511_L001_R1_001 fastq,.

¢ A read2 (updated)

51812-C3-B-M947-23-007_512_L001_R1_001 fastq,.

CAN 4‘ UPDATE TABLE ’

17802-C1-M947-23-007_S1_LO01_R2_001 .fastq.gz
17802-C2-M947-23-007_S2_L0O01_R2_001 fastq.gz
17802-C3-M947-23-007_S3_LO01_R2_001.fastq.gz
33560-C1-M947-23-007_S4_LO01_R2_001.fastq.gz
33560-C2-M947-23-007_S5_L001_R2_001.fastqg.gz
33560-C3-M947-23-007_S6_LO01_R2_001 fastq.gz
51812-C1-B-M947-23-007_S10_LO01_R2_001 fastq.gz
51812-C2-B-M947-23-007_5S11_LO01_R2_001.fastq.gz

51812-C3-B-M947-23-007_5S12_L0O01_R2_001 fastq.g:

5.3.11 Ha skpane "3arpy3unka qanabiX" ossBUTCS cooOrienue "Brimoaaeno". Bel MmoxeTte
MIPOCMOTPETh OOHOBJICHHYIO TaOJUITy JaHHBIX, HA)KaB Ha CCHUIKY, KOTOPAst MOSIBUTCS
Ha dKpaHe.
INPUMEYAHUE: cmonbywl, omobpasxicaemvie 6 madbauye OGHHbLX, MOICHO
Hacmpausams. [[na yoobcmea Hagueayuu pekomMeHoyemcs co30ams 0moeibHbvle
npeocmasnenusi ons mempux QC, pe3yibmamos 2eHOMUNUPOBArUs. U MeMAadaHHbIX.
Pyxosodcmeo no nacmpotike cmonbyos madauyvl OaHHbIX 015 3nuoHaozopa PulseNet
cm. 6 npunodicenusax PNID0I1-3 (mempuxu KK), PNID01-5 (cenomunuposanue) u
PNIDO01-6 (memaoannvie).

= e‘ DATA UPLOADER

thelagen_pni

5 WORKSPACE TheiaProk_PNI_Training_ETrees Change
O CcoLLECTION CDC_ATCC_Sequences Change
B bpatAaFILES Includes 48 files Change
METADATA TABLES Updated table cDC_ATCC_Sequences, added or modified 9 rows Change

DONE!
=22 View the CDC_ATCC_Sequences table in the workspace  ——

Create a new table in the CDC_ATCC_Sequences collection

3 Start over with another workspace or collection
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e Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees » COVIDT1L9
WORKSPACES Data Data & Jools]
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY @
= Ra
© IMPORT DATA # EDIT X OPENWITH.. [ EXPORT €3 SETTINGS 0 rows selected = ADVANCED SEARCH Q $0.
per hi
TABLES v O~ CDC_ATCC_Sequences._id 1®% numberco.. ®f readl ©f read2 G
[m] ATCC-10708-C1_SE 51 10708-C1-M3235.23-002_516_L0O1_R1_001.fastq,oz 10708
Search all tables (o} ‘
[m] ATCC-10708-C2_SE 49 10708-C2-M3235-23-002_517_L0OL_R1_001.fastd,q; 107084
B 2300109 (2) ® ‘
[m] ATCC-10708-C3_SE 50 10708-C3-M3235-23-002_518_L0OOL_R1 001 fastq,oz 10708-1
CDC_ATCC_Seq... (24) © I ‘
[m] ATCC-17802-C1_VP 17802-C1-M947-23-007_S1_LOO1_R1 001 fastq.oz 17802-1
B cDC_ATCC_Sequ.. (9) @
[m] ATCC-17802-C2_VP 17802-C2-M947-23-007_S2_LOO1_R1_001fastq.gz 17802+
llumina_PE_v1-.. (25) ®
[m] ATCC-17802-C3_VP 17802-C3-M947-23-007_S3_LO01_R1_001fastq.gz 178021
Bl pni_training_sa.. (11) @
| O ATCC-17802_VP 48 ATCC-17802-M947-22-040_S4_L001_R1_001 fastq,0z ATCC-1'
E i ini
B pnitraining_sam... (1) © (=] ATCC-25922-C1_EC 60 5922.C1-M3235-23-002_S19_1001_R1_001 fastq.g 25922
B pnusa.im_cj.cer.. (37) @ [m] ATCC-25922-C2_EC 68 25922-C2-M3235-23-002_S20_L0O01_R1_001fastq,0z 25922
pnusa_lm_cj_cer.. (13) ® - ATrr sEans ~T Er 0 — D
1-240f24 |« ||« > | [ » | items per page:
REEERENCE DATA vy v _ _

5.4 3anyctute padounii mpouecc QC u renorunupoBanus . Pabouwnii nporecc TheiaProk
BBINOJIHSAET KOHTPOJIb KauecTBa HEOOpaOOTaHHBIX YTEHUN TIOCIIE0BATEIILHOCTEH, COOPKY
HeoOpaboTaHHBIX YTeHUH de novo ¢ momMortsio Skesa, a 3aTeM KOHTPOJIb KauecTBa COOPKHU
u uneHTH(uKanuio Buaa. Takke TOCTYyIHBI pa3IMyHble aHATU3bl TEHOTUITUPOBAHUS,
COOTBETCTBYIOIIUE BHITY.

5.4.1 Ha Bknazke "Paboune npoueccol” BeiOepute "TheiaProk Illumina PE PHB".

Workspaces » theiagen_pni/TheiaProk_PNLTraining._ETrees >

= .‘ WORKSPACES ot

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY

WORKFLOWS [[searcavionkeions | sorcey: [ apnavercal -]

Find a Workflow BaseSpace_Fetch BaseSpace_Fetch_PHB KSNP3 Lyve_SET
(+] Souree:Dockstore QO || Sl vocistore Q|| Llicbodstore O || sofedSocsore ©
Lyve_SET_PHB MashTree_FASTA SRA_Fetch SRA_Fetch_PHB Terra_2_NCBI_PHB

Sotree:Dockstore O || Slicebockstore O || &l vockstore Q@ || Solicevockstore O || sieebockstore ®

TheiaProk_lllumina_PE TheiaProk_lllumina_PE_PHB

V130 V. main
Source: Dockstore. Source: Dockstore

5.4.2 Haosxkpane "TheiaProk Illumina PE PHB":
5.4.2.1 BriGepuTe nocnenHiow Bepcuto padoyero mporecca TheiaProk Illumina PE PHB
13 BbINaaroniero MeHio "Bepcus".
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Workspaces » theiagen_ pni/TheiaProk_PNITraining_ETrees » workflows »

= O WORKSPACES TheiaProk_lllumina_PE_PHB:

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY

€ Backto list

® TheiaProk_lllumina_PE_PHB

Source: g . 7 health_bioinformatics/TheiaProk_lllumina_PE_PHE2.0.1

Synopsis. v1.0.1
Nodocur

O Runw V110 by file paths
® Runw 2d by data table
V120
Ster step2
viz1
e TN BB e
V130
Useci p00 puts @ [ us © [ Retrywithmorememory @  [Jignore empty outputs @
v201 v
. Yo e omus w () e (B

Dswload ican | Do oz cick tounloacticon L €L [ccorovoge

5.4.2.2 B paznene "lllar 1" Bei6epute "Tum kopHs", T. €. TAOIUILy TaHHBIX, B KOTOPOM
HaxozsaTcs oopasipl, Hanpumep "CDC_ATCC_ Sequences'.
INPUMEYAHMUE: /{13 6onvuuncmsea mabauy OauHbIX cyujecmayem 08a
8apUAHMA: OCHOBHAA MAOIUYA OAHHBIX, COOEPAHCAUASI OMOENbHbLE 3aNUCU
00pa3yos, u mabauya OAHHLIX HAbOpa, cooepricawas Habopvl 0OPA3YOs,
ucnoabsyemvle 015 Quiocenemuyeckux ananuzos, zazpysku 6 NCBI u m.o.
(nanpumep, CDC _ATCC Sequences_set). ObsizamenvHo 8vibepume 0CHOBHYIO
maobauyy OaHHULIX.

<> theiagen_pri/ TheaProk_PNLTraining ETrees » worliows »

o ‘Workspaces »
O MVORKSPACES] TheiaProk_lllumina_PE_PHB

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY

€ Backto list

® TheiaProk_lllumina_PE_PHB

sour health_t _lllumina_PE_PHB:v2.0.1
Synopsis:

No documentation provide
O Run workflow with inputs defined by file paths
® Run workflow(s] with inputs defined by data table
step1 step2

2300109_set

3 Use call caching @ sutputs @ Jus 0O [Oretrywith o 0O puts @
analysis_pt_24 ’

CDC_ATCC_Sequenc

CDC_ATCC_Sequenc
Task name | o5 oot Variable Type Input value

v

theiaprok_illumina_{ llumina_PE_v1-0-0 read1 File [reauirea Bjue

i e
theiaprok_illumina_pe. read2 File [reauirea Bjue

theiaprok_illumina_pe samplename string [ Requied 23

5.4.2.3 B paznene "lllar 2" naxxmute "BpiOparh nanapie" (CKpUHIIOT BhIIE). B pesynbTaTe
BBI IIepeiiieTe K Ta0nuIle JaHHBIX, yKa3aHHOH B mare 1.

5.4.2.4 BeiOepuTe mTaMMBbI JIJTs aHAJIU3a U POKPYTUTE CTPAHUILY 10 CAMOTO HU3a, YTOOBI
Haxatb "OK".
MNPUMEYAHMUE: eciu mabauya oannvix cooepaxcum o6onee 100 3anuceii u vl
yemanosunu gnaxcox "Bvibpams 6ce” Hanpomue Hazeanus mabauybl OAHHLIX,
6yoym evlopanvl moavko 100 3anucetl.
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Select Data

@ Choose specific CDC_ATCC_Sequencess to process
O Choose existing sets of CDC_ATCC_Sequencess

Select CDC_ATCC_Sequencess to process 8 SETTINGS 3 rows selected = ADVANCED SEARCH (o}
a- ‘ CDC_ATCC_Sequences_id 10 amrfinderplus_amr_genes ® amrfinderplus_virulence_genes ® plasmidfinder_plasmids ® seqse
a ATCC-10708-C1_SE mdsA,mdsB sinH,iroB,iroC;sodC1 IncFIB(S),IncFlI(S) 71
a ATCC-10708-C2_SE mdsB,mdsA sinH,iroB,iroC,sodC1 IncFIB(S),IncFlI(S) 7:(::1,!H
a ATCC-10708-C3_SE mdsB,mdsA sinH,iroB,iroC.sodC1 INcFIB(S),IncFII(S) i
ATCC-17802-C1_VP
ATCC-17802-C2_VP N
ATCC-17802-C3_VP
o ATCC-17802_VP O P ET RO U OSSN VS SO O S =
1-240f24 [« ][ <] [> ] [» | items per page: [100_v]
Select CDC_ATCC_Sequencess to process % SETTINGS 8 rows selected = ADVANCED SEARCH (o}

< ]

CDC_ATCC_Sequen: will be saved as a new CDC_ATCC_Sequences_set hamed:

TheiaProk_lllumina_PE_2023-03-28T15-33-03

(mhd CDC_ATCC_Sequences._id 1 amrfinderplus_amr_genes ®% amrfinderplus_virulence_genes % plasmidfinder_plasmids ®F seqse
e mrecsroTecemon i -

| ATcc51812-C3SE ‘

(] BAA-679A-C1_LM lin,fosX No VIRULENCE genes detected by N. ‘ No plasmids detected in database

|

O | BAAG79AC2M lin,fosX No VIRULENCE genes detected by N.. | No plasmids detected in database

(m] BAA-679A-C3_LM lin,fosX No VIRULENCE genes detected by N.. | No plasmids detected in database

O | BAAG79ALM lin,fosX No VIRULENCE genes detected by N.. | No plasmids detected in database

(m] BAA-679B_LM lin,fosX No VIRULENCE genes detected by N... ‘ No plasmids detected in database

v-2eor2e (][] B 5[] womspervece 15]

[]

»

CANCEL

5.4.2.5 Caumure pnaxok "Use call catching".

Workspaces » theiagen_pni/ Theiaprok_PNLTraining._ETrees > workflows »
TheiaProk_lllumina_PE_PHB

O‘ 'WORKSPACES

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY

€ Backtolist
® TheiaProk_lllumina_PE_PHB

Source: _health._t

_llumina_PE_PHEN2.0.1
Synopsis

No documentation provided

O Run workflow with inputs defined by il paths

® Run workflow(s) with inputs defined by data table

Step 1

Select data table: | CDC_ATCC Seque.. v

O Use call caching @

Step 2

[

Delete

=] ©  [JRetrywith morememory @ [ ignore empty outputs @

o |

SCRIPT *s  INPUTS © se  OUTPUTS

-

5.4.2.6 Ha Bxitazke "Bxoabl" ykaxuTe Clenyomuye BXOJHbIC 3HAYCHHsI B CTOJIOIE

"ATpuOyT" (IPOKPYTUTE CIIUCOK BHU3):
IMPUMEYAHMUE: [Ipu 3anoanenuu cmonoya "Ampudbym"

Wen4oK BHympu A4elKu

68bl306¢€eni 6blnada70mee MEHIO ampu6ym06, Komopbsle 6bl Moaceme 6bl6pamb, umoowl

usbedcamov oneuamox (CKpUHWoOm Hudice).
5.4.2.6.1 Readl: "This.readl".
5.4.2.6.2 Read2: "This.read2".
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5.4.2.6.3 Wwms obpaszua: "This.data table name_id", nanpumep,
This.CDC_ATCC_Sequences_id.

5.4.2.6.4 Call ani: "True".

scriPT weUTS © oururs e [0 Cancel
ke optional inputs Download json | Dreg o cickcto Upload jeon | Clearinputs
Task name 1 Variable Type Input value
theiaprok_illumina_pe read1 File [[thisreacn L
theiaprok_ilumina_pe read2 File [[isreac2 Bjue
et et R string [ecoc Jero
amifinderplus task cou it (e R Al [ e
amrfinderplus._task detailed._drug_class Boolean [ Optional ]( )
shovill_pe trim Boolean I Optional
theiaprok_illumina_pe call_ani Boolean [ trugl
‘ theiaprok_illumina_pe call_kmerfinder Boolean [ optional

5.4.2.7 Ha Bknazake "Boixoa/Outputs" Haxxmute "Hcnonp30BaTh 3HaYEHUS 110

YMOJTYaHHIO".

ScRIPT INPUTS © outPUTs  ee L J
—
Output files will be saved to

[ Files/ submission unique 1D/ theiaprok _illumina_pe / workflow unique ID.

References to outputs will be written to
] Tables/ CDC_ATCC_Sequences
Fillin the attributes below to add or update columns in your data table

<)

Task name | variable

theiaprok_illumina_pe abricate_abaum_plasmid_tsv
theiaprok_illumina_pe abricate_abaum_plasmid_type_genes
theiaprok_illumina_pe abricate_database
theiaprok_illumina_pe abricate_docker
theiaprok._illumina_pe abricate_version
theiaprok_illumina_pe agrvate_agr_canonical
agrvate_agr_group

theiaprok_illumina_pe

theiaprok_illumina_pe agrvate_agr_match_score

Type

File

string

stiing

stiing

stiing

stiing

string

string

Input value | Use defaults

<4—

SEARCH OUTPUTS

Download json | Drag or click to upload json | Clear outputs

(s streme st oo

Jes

[ hisabricate_abaur._plasmid.type.genes e

Jer

[ thisabricate_docker

Jer

E—

Jor

Jea

Jes

[ sy e zore

[8)

5.4.2.8 Haxxmure "CoxpaHuTh" (CKPUHILOT BBIIIE).
MNPUMEYAHMUE: knonka "Coxpanums" 6uona monvko 6 mom ciyuae, eciu vl
UBMEHUNU 6XOOHblE OaHHblE NO CPABHEHUIO C NPEObLOVUUM NPe0CmAasieHUeM.

5.4.2.9 Haxwmure "3anyctuth ananusz". [losaButcs BerbiBaroniee okHo "l[loaTBepauTh
3amyck', B KOTOPOM MOKHO BBECTHU JOTOJHUTEIbHOE onucanue. Haxxmure

"3amycTuts".

O Ton TRBUTS GeTTed by Tie paths
@ Run workflow(s) with inputs defined by data table

Step 1 Step2

Select data table: | CDC_ATCC_Seque.. v

[ usecallcaching @ [ Delete puts @ [use

ouTPUTS
—_—

SCRIPT INPUTS

Output files will be saved to
[ Files / submission unique ID/ theiaprok_illumina_pe / workfiow unique 1D

:

©  [Retrywith morememory @ [ ignore empty outputs @

Confirm launch
Output files will be saved as workspace data in:

us US (multi-region) @

Running workflows will generate cloud charges. @
How much does my workflow cost? &
Set up budget alert &

Describe your submission (optional):

Colony picks for VP, CJ and ST}

References to outputs will be written to
Tables/ CDC_ATCC_Sequences
Fill in the attributes below to add or update columns in your data table

Task name § Variable

theiaprok_illumina_pe abricate_abaum_plasmid_tsv

Type

Input value | Use defaults

this abricate_abaum_plasmid_tsv

This will launch 8 analyses.

CANCEL WXl
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5.4.3 TosButcs okHo "Cratychl pabodero npoiiecca, T1€ OTIPABICHHBIC 3aJaHHS TOJDKHBI
OBITH IEpBOHAYAIBHO MTEpEYHCIICHBI Kak "B ouepenn".

j— Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees »
= ) WORKSPACES  SohTimony
DASHBOARD DATA ANALYSES 'WORKFLOWS JOB HISTORY
€ Job Histery > Submission a25e9aec-95ee-4097-ac72-eb75dbb8f632
‘Workflow Statuses ‘Workflow Configuration Submitted by Total Run Cost
theiagen_pni/TheiaProk_illumina_PE_PHB eijatrees@theiagen cloud N/A
© submitted: 3 May 23, 2024, 8.08 AM
Data Entity Submission ID call caching
TheiaProk_lllumina_PE_PHB_2024-05-23T11-57-36 a25e9aec-95ee-4097-ac72-eb75dbb8f632 Disabled
COC ATCC Sequances set o
Comment # Delete Intermediate Outputs Use Reference Disks Retry with More Memory
Repeat of the choleraesuis cert strain colony picks  Disabled Disabled Disabled
'WORKFLOWS INPUTS OUTPUTS
Search workflows ] [ Completion status «| DownloadTsv
Data Entity L Last Changed Status Run Cost Messages | Workflow ID
ATCC-10708-C1_SE (CDC_ATCC_Sequences) May 23,2024, 8:08 AM @ Queued N/A
ATCC-10708-C2_SE (CDC_ATCC_Sequences) May 23,2024, 8:08 AM @ Queued N/A
ATCC-10708-C3_SE (CDC_ATCC_Sequences) May 23,2024, 8:08 AM @ Queued N/A

5.4.4 [Ilepeiinute Ha BKiIaaKy "Mcropus 3aganuit”, 4To0bl IPOBEPUTH CTATYC

OTMPABIICHHOTO 3aIaHM. Y CIICIIIHO 3aBEPIIEHHOE 3aJjaHue 0003HAYaETCs 3EICHOU
TraJIOYKOH.

— forkspaces » theiagen_pni/TheiaProk_PNL Training ETrees »
= . WSS ;vo:s:ﬁ;tsor;‘ gen_pi Prok_PNLTraining_ETrees
DASHBOARD oATA ANALYSES  WORKFLOWS  JOB HISTORY
Submission (click for details) Data entity Werlows status Submitted T | Submission ID Comment Actions
o oy s traceann clagencloud TheiaProk_lllumina_PE_PHE.. | 3 +/ Done My 23,2026 az5esmecosee-s097-8072 Repeat of the ch tstrain colony. O &
Besecnics Ferch ric N Basespsce Ferch PHB202. | 3  oone yy7,202¢ Iradesn Tiac a5t € saditonal sequencesfromhecaocsas. | (D
oSt PO N Basespace Feich PHB202. | 10 A oone yoyg 2024 betssss Iobo-stes a7 10 samples from the Basespace nextsearu.. | (D
Basespace Fotch,PHB.xSpDazMIA Sasespace Feich PHE 202 | 10  oone vge 0% Ssgnsars e 43050952 10 adcional samples from Basespaceno. | (D)
Theinproi flumine e VNN Theiabrok_llumina_PE202.. | 10 V oone yave 2026 S78071z 3957 octa33- 10 ssmples fromva vaidation un VL4032, | (D

5.5 Ouenute merpuku KK nis nociienoBarenbHocreii: [Tokazarenn KK moxHo
MIPOCMOTPETH JINOO HETIOCPEICTBEHHO B TabnuIe JaHHbIX (5.5.1-5.5.3), mubo
sKkcropTupoBath X B Excel s BeIOpaHHBIX 3amucei (5.5.4).

5.5.1 B paznene "Pabouee mpoctpanctBo Terra" Beibepute BriIaaky "Jlanusie", 3aTem
BBIOEPHUTE MHTEPECYIONTYI0 Tabmiy naHHbIX, Hanpumep, "CDC _ATCC Sequences".
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— s Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > T———
— ! WORKSPACES Data Data & Tools
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
© IMPORT DATA # EDIT XX OPENWITH.. [ EXPORT £} SETTINGS 0 rows selected = ADVANCED SEARCH Q
TABLES v O~ CDC_ATCC_Sequences_id 1®: agrvate_agr_canonical ®i agrvate_agr_group @©F agrvate_agr_mat
[m} ATCC-10708-C1_SE
Search all tables (o}
[m} ATCC-10708-C2_SE
B 2300109 (2) 6}
[m} ATCC-10708-C3_SE
Bl CDC_ATCC Seq... (24) ®
[m} ATCC-17802-C1_VP
A~
CDC_ATCC_Sequences (24 rows) ‘ o ATCC-17802-C2_VP
B llumina_PE_v1-.. (25) ®
[m] ATCC-17802-C3_VP
B pni_training_sa.. (1L
P 9 ) O [m} ATCC-17802_VP
E pni_training_sam... (1) ® o e 25922 C 1 EC
B pnusa_m_gj_cer.. (37) ® o ATCC-25922-C2_EC
B pnusa_im_cj cer.. (13) ® - Arrr acann ~ er <. 4
1-240f24 [« [« [>][»] items per page: (100 ]
REFERENCE DATA v -
5.5.2 Beibepure "Hactpoiiku".
aema Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees > T——
WORKSPACES Data Data & Tools
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
o IMPORT DATA " EDIT X OPENWITH.. [3 EXPORT ° SETTINGS 0 rows selected = ADVANCED SEARCH Q
TABLES . O+  CDC_ATCC_Se{ Change the order and visibility of columns in the l| @F  agrvate_agr_group ©# agrvate_agr_mat:
tble r v
[m} ATCC-10708-CITSE
Search all tables (o}
[m} ATCC-10708-C2_SE
B 2300109 (2) 6]
[m] ATCC-10708-C3_SE
E CDC_ATCC_Seq... (24) ®
[m} ATCC-17802-C1_VP
= cnc ATcC sea o) (D)

5.5.3 Haaxkpane "Select columns" B paznene "Your saved column selections" HaxkmuTe Ha
KpPYOK C TpeMs TOUKaMHt PsZIoM ¢ "qc_metrics" ¥ B BBITIQJAIONIEM MEHIO BhIOEpUTE
"Load", a 3atem Haxkmute "Done". B pe3ynbrare B TaOnuily JTaHHBIX OyAyT
3arpy’KeHbl COOTBETCTBYIOIINE METPUKH KOHTpOJIs kadecTBa PulseNet. Cwm.
npuioxenne PNIDO1-3, rae npusenensl MeTpuku QC, KOTOPBIE TOJIKHBI
oTOOpaKkaThCs B TAOJHUIIE, a TAK)KE HHCTPYKIIMHU IO IOOABICHHUIO UJTH YIaJICHUIO
cronbuoB (Merpuk KK) B Tabmuie merpuk KK.
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Select columns

Show: all | none Sort: alphabetical

e

wir (7] amrfinderplus_all_report m SAVE THIS COLUMN SELECTION

= ) amrfinderplus_amr_genes

[ amrfinderplus_amr_report Your saved column selections:

O amrfinderplus_db_version pulsenet_genotyping (0
w [J amrfinderplus_stress_genes gc_metrics (D) ¢——
=[] amrfinderplus_stress_report A |
= [J amrfinderplus_version ac-metrics

wisi 7] amrfinderplus_virulence_genes

m [[] amrfinderplus_virulence_report

w @ ani_highest_percent
=[] ani_highest_percent_bases_aligned
= [J ani_mummer_version

=[] ani_output_tsv

oo (D

Select columns

Show: all | none Sort: alphabetical

-

= @@ agrvate_agr_canconical SAVE THIS COLUMN SELECTION ]

adgrvate_agr_group

agrvate_agr_match_score Your saved column selections:

we g agrvate_agr_multiple pulsenet_genotyping (&)
w [ agrvate_agr_num_frameshifts ac_metrics ()
= [ agrvate_docker
v [Ele] . Load
= [l agrvate_results
Delete

w [ agrvate_summary

w [ agrvate_version

s [ meningotype_BAST
[ meningotype_FetA
= [ meningotype_NHBA

[l meningotype_NadA

oy

5.5.4 Dxkcnopt nokazateneit KK B Excel:
5.5.4.1 Beibepute HyXKHBIC 3aITUCH.
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5.5.4.2 Haxwmute "Dkcniopt", a 3arem BeioepuTe "CronupoBaTh B Oydep oomeHa".

@ Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees » covip-19
{ ! WORKSPACES Data Data & Tools
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
# EDIT X OPENWITH.. [ EXPORT  £% SETTINGS 9 rows selected = ADVANCED SEARCH (o}
Download as TSV - f " o : o "
TABLES - ‘ O~ CDC_ATCC_Seq 1®% ani_highest_percent @i ani_top_species_match ®# gambit_predictec
Export to workspace =
ATCC-335608_ 99.98 Campylobacter_jejuni Campylobacter je
Search all tables (o} o Copy to clipboard i 18 it J
ATCC-51812-C1_SE 98,8638 Salmonella_enterica Salmonella enteri:
B 2300109 (2) 6]
ATCC-51812-C2_SE 98.8659 Salmonella_enterica Salmonella enteri:
E CDC_ATCC_Seq... (24) © I
ATCC-51812-C3_SE 98.8665 Salmonella_enterica Salmonella enteri:
B CDC_ATCC Seq.. (10) @
(] BAA-679A-C1_LM 98.904 Listeria_monocytogenes Listeria monocyto
lllumina_PE_v1-.. (25) ®
(] BAA-679A-C2_LM 98.904 Listeria_monocytogenes Listeria monocytc
B pni_training_sa.. (11) @
(] BAA-679A-C3_LM 98.9038 Listeria_monocytogenes Listeria monocytc|
|
B pni_training_sam... (1) ®
[} BAA-679A_LM 98.9089 Listeria_monocytogenes Listeria monocytc|
B pnusa_lm_gj_cer.. (37) ©
(m} BAA-679B_LM 98.9068 Listeria_monocytogenes Listeria monocytc|
B pnusa_lm_cj_cer.. (13) @ « I »
1-240f24 [« || ¢ > | [» ] itemsper page:

5.5.4.3 Otkpoiite Excel u BcTaBbTe nanHbIe B pabounii JIUCT.

DENCERN =) D= Bookl - Excel £ Ssearch (Ait+Q) Trees, Eija (CDC/DDID/NCEZID/DFWED) (CTR)  TE 3] = o X

File  Home Insert Pagelayout Formulas Data Review View Developer Help O Comments 4 Share
e | = =" AutoSum v
her T A | = - S | oo BB ERE( 5y O
Copy ~ Fill v
paste 2 - - Sensitivty o oo | Conditional Formatas Cell | Insert Delete Format Sort & Find &
B I U~E. &vA- . %y R
v < Format Painter == = Merge & Center v $-%9 X Formatting ¥ Table ¥ Styles ¥ v v | @Cearv  Fiterv Select~

Clpboard 5 Font 5 Algnment 5| sensitvy Number 5 Syes cels ding ~
E1 M Jfe | ns0_value v
& Notset Public General Restricted Use +  Highly Sensitive ~ x
p A f 3 o € G G W i ] 3 L ™M N o A
1 [emtity:COC_ATCC_Sequences_ican_highest_percentani fop_species_match |gambit_predicted_taxorn0_value number_contigs assembly_Jengi est_coverage. lean o5t coverage.raw midas_secondary_genus idas I mean
2 [wrccamozc1ve 98,3389 Vibrio_parahaemolyticusVibrio parshaemolytious_ 474572 a sosn @0z 487 No secondary genus detected (1% relativesbundance 0 3656 3673 14824 148.65
3 |arccamozcave 98,3978 Vibrio_parahaemolyticusVibrio parshaemolytiout 446663 ) s080245 a2 9205 No secondary genus detected (1% relative sbundance 0 3713 3678 14866 148.82
4 |arccazmoz.cave T a0 sosisso w2 88.75 No secondary genus detected (>1% relative sbundance 0 37.3 3695 14855 148.32
5 [arccassocia 1o u 1727381 0w s e 14
s |wccassoco o 999801 Campylobacter jejuni _ Campylobacterjejuni | 152309 0 17ag854 0 e 343 s 1sas)
7 |wrccasocia 95,9855 Campylobacter jejuni _ Campylobacterjejuni | 152305 7 1728363 0 we  waa son 143
8 |aTces1s12.C1_SE 0 % %27 14755 193]
s |arccsiszcose 0 ss a8 4715 9]
10|atce sts2-ca e 0 668 e 14727 s
]
2
I

5.5.5 Cwm. npunoxxenne PNIDO1-4a mist KpuTHYECKUX ToKa3aresneit kauecta PulseNet s
IpUEeMJIEMBIX mociiegoBaTensHocTei [llumina.

5.5.6 B TheiaProk ncnons3yercst aTan nmpeaBapuTeIbHON TPOBEPKH CUUTHIBAHMS, HA
KOTOPOM aHaju3 OyJeT OCTaHOBIIEH JUIsl 00pa3IoB, KAUeCTBO KOTOPHIX HIKE
OmpeAeIeHHbIX MOoporoB. B aToM cinydae Ha Bkiaake "Mcropus 3agannil” ykazaHo,
YTO aHaJIM3 MPOLIEN YCIENIHO, HO Ha BKiajake "JlaHHble" HeT pe3yibTaToB. B cTonbie
"raw_read screen" B meTpuke KK ngomxHa ObITh yKa3aHa mpuunHa cOOS aHaIM3a
nocsenoBarenbHOCTH. IloporoBeie 3HaUeHUs, MPUMEHAEMBIEC Ha TOM JTare

MpeABaAPUTEIIFHON MPOBEPKU UTEHUS, CM. B ipriiokeHH PNIDO1-4b.
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— \ \Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees 5
= |@8) WORKSPACES Hob History s <
DASHBOARD oaTA ANALYSES  WORKFLOWS 0B HISTORY
< Job History > iission c4ba38f7-33b feb3
Workflow Statuses Workflow Configuration Submitted by Total Run Cost
theiagen_pni/TheiaProk_illumina_PE cijatrees@theiagen.cloud NiA
/ Succeeded: 1 Mar 25, 2024, %:04 AM
Data Entity Submission ID call Caching

2013L.5615TK_NextSeq_400MB €4ba38f7-33b1-4e05-ac0c-8aa3c74218b3 Enabled
analysis_pt_24 [u]

Comment / Delete Intermediate Outputs Use Reference Disks Retry with More Memory
Repeatof 2013L-5615 Disabled Disabled Disabled

WORKFLOWS ~ INPUTS ~ OUTPUTS,

Search workflows J l Completion status “|  DownloadTsv
Data Entity § Last Changed Status Run Cost Messages  Workflow ID
2013L-5615TK_NexiSeq_400MB (analysis_pt_24) Mar 25,2024, 3:08 AM  Succeeded | A 3cdaad56-e022-4575-3bb0-5309cc5d 1a8f [

= Workspace » theiagen.pniTheaProk PNLTraining ETrees »
= @ workspaces i
DASHBOARD oaTA ANALYSES  WORKFLOWS  JOBHISTORY
7 o 5 oraveni 5 oo s |3 rovseeas S
TABLES v o~ analysis_pt_24_id 107 02 unda.. @F  n50_value ©F number_contigs ©F raw_read_screen
=} 2011V-1043_FLEX_300_Vibrio 124949 77 PASS. | =
0 | 2002116 Aex so0.vibrio Nos 458045 5 pass
2300109 (2) @
O | 201us3erEci00M No s2628 12 pass
CDC_ATCC Se... (42) @
O | 20usetoseciom No s26025 15 pass
CDC_ATCC Se... (22) @
O | 20UsserABI00M Nosecondary genus detected (1% .. | © P 20 pass
B llumina_PEv.. (25) @
2013L:5615TK Nextseq_400MB Al the esimated coveragesess than the minimum of 10x
@ analysis .26 45
B analysis pt24.. (12) @ o 2015AM-1305 No secondary genus detected (-1%r.. | 0 728098 16 PASS.

5.6 IIpocMmoTpuTe pe3yabTaThl FTeHOTUNIMPOBAHMS MOC/AeA0BaTe/IbHOCTeH: Pe3ynbTaTsl
TE€HOTUITUPOBAHUS MOKHO MPOCMOTPETH JIMO0 HETIOCPECTBEHHO B TAOIUIIE JAHHBIX
(5.6.1-5.6.3), mubo sxciopTrpoBaTh ux B Excel s BeiOpaHHbIX 3anuceii (5.6.4).

5.6.1 B pasnene "Pabouee npoctpancTBo Terra" BeiOepute Bkianky "Jlanasie", 3aTem
BBIOEPUTE MHTEPECYIOIIYIO BaCc Ta0JIHIly JaHHBIX, HAIIPUMEP
"CDC_ATCC_Sequences".

5.6.2 Ha Bknanke "Jlanusie" BeiOepute "Hactpoiikn".

5.6.3 Ha axpane "Select columns" B pa3nene "Your saved column selections" HaxxmuTe Ha
KPYKOK € TpeMs TouKaMu pajoM ¢ "pulsenet genotyping" u B BbIIAJAIOLIEM MEHIO
BeiOepuTe "Load", a 3aTem Haxkmute "Done". B pe3ynbrare B TaOnuIly JaHHBIX OyayT
3arpyKeHbl aHAIU3BI AJI1 TCHOTUITUPOBAHUS, MOAX0AsIIre st Habmoaenus PulseNet.
Ob6parurech k mpmioxeHuto PNIDO1-5, 94To0sl y3HaTh, KaKHE aHAU3BI TS
TeHOTUITUPOBAHUS JOJKHBI MOSIBUTHCS B TAONHUIIE, a TAKIKE TIOTYYUTh HHCTPYKITUH 110
700aBIICHUIO WM YIAJICHHIO JTF000TO M3 CTOJIONOB (aHAIU3HI JIJIs1 TCHOTUITUPOBAHNS) B
TabyuIle pe3yabTaTOB FTeHOTUITUPOBAHUS.
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Select columns

Show: all | none

we [T] agrvate_version

s [T] amrfinderplus_all_report

=: [ amrfinderplus_amr_classes

=: [l amrfinderplus_amr_core_genes

sz ] amrfinderplus_amr_plus_genes

s [ amrfinderplus_amr_report

B amrfinderplus_amr_subclasses

w2 ] amrfinderplus_db_wversion

wi: O] amrfinderplus_stress_genes

w2 7] amrfinderplus_stress_report
s [T amrfinderplus_version
sz [l amrfinderplus_virulence_genes

s (] amrfinderplus_virulence_report

Sort: alphabetical

-

Save This Column Selection

Your saved column selections:

Metadata (1)

pulsenet_genotyping ()

~

pulsenet_genotyping

Cancel m

5.6.4 Dxcnoprtupyiite pe3yabTaThl B Excel 11t BBIOpaHHBIX 3amucel; CieaynTe mpoienype,

ONMCAHHOM B miare 5.5.4.

5.7 3arpy3ka nociaenoBareabHocTeil B NCBI
MNPUMEYAHMUE: Ilepeo nauarom pabomsr oopamumecs 6 komnanuto Theiagen
Genomics (support@theiagen.com) 3a KoHCyIbmayuel u HACMpPOUKOU pabouezo
npocmpancmea 014 3azpy3ku 0anuvix 8 NCBI. IIpoyecc nacmpotiku onucau 8:
https://theiagen.notion.site/Terra_2 _NCBI-61abcedc066646b3b258f70b561e9f62.

5.7.1

5.7.2 Co3znaiite Hadop oOpasmoB s 3arpy3ku B NCBI:
5.7.2.1 B paznene "Pabouee mpoctpanctBo Terra" Beibepute BriIaaky "Jlanusie", 3aTem

BBIOEPHUTE MHTEPECYIONIYIO Bac TaOIHIly JaHHBIX, HarpuMmep, "quality control".

5.7.2.2 Ha Bknanke "Jlanabie" BRIOEpUTE MOCIEA0BATEILHOCTH, KOTOPBIE Oy IyT BKIIOUYEHBI

B BeIrpy3Kky B NCBI.

= (@) wonkspaces

Workspaces » theiagen_pni TheiaProk_PNL_Training.ETrees »
Data

CASHEORRD DaTA ANALYSES  WORKFLOWS  JOB HISTORY
: 5 -
(3 COC.ATCC.Sequences |42) @ # EDT 3 OPENWITH.. [} EXCORT g SETTINGS ‘ 1 rows selscted
[ COC_ATCC Sequences_set (22) ® [ e I
ty_rontrol_id 1O serotype
@ Mumina_PEv1-0-0 {25} [0}
4535 o157H
@ analysis_pr_24 (45) [0} > B
c.4938 24
@ smly gz set (12) ®
sce033 15747 2
[ orange_miseq_specimen (20} ©
O | 2018C4708-LALUSACDC el 2
[ orange.miseq_specimen_set 1) @
O | 2018C470%-LAZ-USACOCRe] 2
@ pni.training_samgle [11) ©
O | 2018C4703.LELUSACDCo: o
pritraining_sample_set (1) ©
O | 2018C4705-LB2-Usa OG0t B
@ pnusa_lm_cj certification (93] @
O | 2018EL-1053a-L-A1 USA COC pel E
@ pnusam..certifisation.set (30} ©
0O | 201BEL-10S3e-L-A2 USA COC gel E
quality_contrel (92) o] I
O | 2018EL10533.L31.USA COC el F
@ qualicontrol_set (261 ©
O | 2018610535182 USA COC gel 24
REFERENCE DATA - Fr— A
e Esan acced
O | 2012c3ss 2

3arpy3uTe MeTalaHHble, HeoOxoauMble it otripaBku B NCBI: o6paturech k
npuioxkeHnto PNIDO1-6 nist mpaBuiabHOTO (hOPMATHPOBAHKS M 3aTPy3KH
METa/IaHHBbIX.
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5.7.2.3 B packpsiBatomemMcs MeHIo0 "PenaktupoBats" BeiOepuTe "CoXpaHUTh BRHIOOPKY KaK
Habop".

5.7.2.4 B nosiBUBIIIEMCS BCILTBIBAIOIIEM OKHE MMPHUCBONTE HAOOPY MM, HAITPUMED
"NCBI _upload 240422", u nHaxmute "CoxpaHuTs".
OOpaTuTe BHUMAaHHE: npobOensbl U mupe He O0NYCKAmcsl.

Create a quality_control set

set name (required)

l NGBLupload 240422 l

e (BB

5.7.2.5 Co3naHHbIi Ha0Op JOJKEH TOSBUTHCS B Tabnuile JaHHbIX "Habop", Hanpumep,
"quality control set".

Workspaces » theiagen_pni/TheiaProk_PNLTraining_ETrees »

= i. WORKSPACES  pota

DASHBOCARD DATA ANALYSES WORKFLOWS ~ JOBHISTORY

@ pnitraining_ssmple_set (1)
NCBI_upload_240422_2
@ prusa_im_cj_certification (99}
Terra_z_NCBILPHE_Z024-03-04T20-09-08

& prusa_lm_cj_certification_set (30)
Terra_2_NCEI_PHB_2024-03-05T15-48-67

& quality_contrel (94)
Terra_?_NCBILEHB_2026-03-07T12-50-44

@ €DC_ATEC Sequences (42} o] # EDT X OPENWITH.. [3 EXPORT f¥ SETTINGS
[ CDC_ATCC_Sequences_set (23] @ o~ quality_control_sat_id I1e)
u BA5E503CE_FTEn_2UL5-UL-501 L2 5852
@& ilumina_PE_v1-0-0 (25] ®
] Bassfoace_Fewcn PHE_2024-02-13T17.17-55
@ analysis_pt_24 [45] @
o BaseSoace_Ferch PHB.2024.02-13T18.10-42
@ analysis_pt_24_set {12) o]
O BaseSoace_Fewcn PHE_2024-02-14T13.00-3¢
[@ orange_misaq_specimen [20] (6]
[m] BaseS0ace FEICn PHE.2024-04-22T13-58-04
(8 orange_missq_specimen_set (1) ®
O NCBI_Upload_2024amnl17
(@ pnitraining_sample (L1] @
NCBIupload 240422
@
@
o}
@
0]

(31 quality_control_set (23} i
ThelaProk_lllumina_PE_2024-01-25T20-26-07

O o o o o o

REFERENCE DATA

<

Thezrok_llumina_PE_2024-01-36T13-05-56

5.7.3 HactpoiiTe mapameTpsl 1 pabouero npoiiecca 3arpy3ku B NCBI:
5.7.3.1 Ha Bkiagke "Paboune nmporeccr" BeIOepUTe pabouunii mpoiece
"Terra 2 NCBI PHB". Otkpoercs okHo "Terra 2 NCBI PHB".

Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees >

= [@) workspaces Yot

DASHBOARD oaTA ANALYSES  WORKFLOWS  JOBHISTORY
'WORKFLOWS [ SEARCH WORKFLOWS l Sort By: l Alphabetical v
Find a Workflow BaseSpace_Fetch BaseSpace_Fetch_PHB KSNP3 Lyve_SET Lyve_SET_PHB
(+ e bockstore O iockstore O & bocstore [OR R it O i bockstore ®
MashTree_FASTA SRA_Fetch SRA_Fetch_PHB Terra_2_NCBI_PHB TheiaProk_lllumina_PE
Solret Dockstore O &ibodksore O iockstore olrct Dockstore O J i oockstore ®
~————

5.7.3.2 B packpsiBatomeMcst MeHI0 "Bepcus" BeIOeprTe TTOCIICTHIOI BEPCUTIO
"Terra 2 NCBI PHB".
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DASHBOARD

DATA

= [@) workspaces

Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees » workflows »
Terra_2_NCBI_PHB

ANALYSES WORKFLOWS JOB HISTORY

& Backtolist

Sourcerg™
synopsis v02.0
Mo docul

O Runw V100

©® Runw
viol

V120

Bused 101

v1.3.0
sC

® Terra_2_NCBI_PHB

., health_bioinformatics/Terra_2 NCBI_PHB1.3.0

v

by file paths
by data table
Step 2

olset  ~ SELECTDATA [EEREEEEENE:]

intermediate outputs @ [J Use reference disks @ [J Retry with more memory @ O igr]

s OUTPUTS .

5.7.3.3 Ha mare 1 B packpbiBaromeMcsi MeHIo "BbiOpaTh T KOpHEBOH CyIIHOCTH"
BBIOEpHUTE TAOIUITy TaHHBIX HA00pa, B KOTOPO HaXOAUTCsl HAaOop 00pasIoB,
CO3JIaHHBIN Ha mmare 5.7.2, Hanpumep, "quality control set". Takxe cHUMHTE
¢dnaxok "Use call caching".

DASHBOARD

DATA

1‘01 WORKSPACES

‘Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees » workflows »
Terra_2_NCBI_PHB

ANALYSES WORKFLOWS JOB HISTORY

4 Backto list

version: | v1.3.0

Synopsis:

Step 1

— 1 celectdamatable: | qualitycontrolset v

[ use call caching @Yger

pnusa_lm_gj_certifica

@ Terra_2_NCBI_PHB

No documentation provided

pnitraining_sample_ =

v

O Run workflow with inputs defined by file paths
® Run workflow(s) with inputs defined by data table

Source: github.com/theiagen/public_health_bicinformatics/Terra_2_NCBI_PHBv1.3.0

Step 2

SELECT DATA No data selected

sutputs @ [ Use reference disks @ [ Retry with more memory @ [J Ignore empty outputs @

—
pnusa_lm_cj_certifica
Hide optional inputs | tion_set Downl{
Task name 1 quality_control Variable Type Input value
quality_control_se !
Terra_2_NCBI v bioproject string "PRINAS90S44"
Tera 2 NCRI package iring [

5.7.3.4 Ha mare 2 naxxmute "BriOpaTh ganHbIe" (CKPUHIIOT BHIIIE). DTO MIPUBEIET BaC K
TabNuIle JaHHBIX Ha0opa, BEIOPaHHOI Ha IpeAbAYIIEM IIare.

5.7.3.5 Beibepute Hy)HBII Hab0p 00pa3ioB, Hampumep "NCBI _upload 240422", u
Haxxmute "OK".




MEXAYHAPOJHAS CTAHOIAPTHASA OIIEPAIIMOHHASA ITPOLEAYPA PULSENET JIUISA AHAJIN3A
JAHHBIX ILLUMINA SHORT READ WGS C HCITOJIB30BAHUEM IIVIAT®OPMBbI TERRA.BIO

.
Hdok. Ne PNIDO1 Bep. Ne 01 JaTa BCcTynJieHusl B CHJIY: Crtpannna23 u3 67
Select Data
O Create a new quality_control_set from selected quality_controls
@ Choose specific quality_control_sets to process.
Slect qualty_controLsets toprocess 8 sermncs | 1rowslcied = onceD Sesrc Q
O+ | quality_control_set_id 1@F | Terra_2_NCBIanalysis_date ©F | Terra_2_NCBIversion OF  biosample_failures. ©Z | biosample_metadata ®F  biosample_report_xmls
=) BaseSpace_Fetch_PHB_2024-04-22T13-58-04 -
o ‘ NCBI_Upload_2024april17 ‘ 2024-04-17 ‘ PHEV130 biosample failurestxt ‘ R e A,
NCBI_upload_240422 2024-04-22 PHBV13.0 biosample failurestxt | biosample tabletsv. biosample._table-report.2..
O | NeBLuplosd_240622.2 ‘ 20240424 ‘ PHBV13.0 ‘ R
o Terra_2_NCBI_PHB_2024-03-04T20-09-08 2024-03-04 PHBV13.0 | biosample tabletsv biosample_table-report.2. U
O | rema2.NCaLpHE 2024-03-05T15-48.07 ‘ 2024-03-05 ‘ PHBV130 ‘ biosample tabletsv
o Terra_2_NCBI_PHB_2024-03-07T14-50-44 2024-03-07 PHBV13.0 | biosample tabletsy 2. v
« 3
1-280f28 [«][<] (1 [3] rems perpsge:
o |

5.7.3.6 Ha Bknaake "BxoaHble JaHHbIe" HEOOXOIUMO 3aMOTHATH cleayonue "BxonHbie
3HaueHus" 1y "[lepeMeHHBIX", TEpEUNCICHHBIX HUKE:
5.7.3.6.1 bioproject: BBenute HOMep Ouonpoekra NCBI, B KOTOpHIi BBl XOTUTE
3arpy3uTh JaHHbIE, B KaBbluKax, Hanpumep, "PRINA590944".
5.7.3.6.2 biosample package B xaBbrukax: "Pathogen". OTo mabnon/maker
METa/IaHHbIX, KOTOPBINA BBl HCIOIB3YETE IS 3arpy3KU METalaHHbIX JJIs
MOCIIe0BAaTEIHHOCTEH, MpUHAANIEKAMUX K Habmoaennio PulseNet.
5.7.3.6.3 ncbi_config js: BBenuTe umsa daitna konpuryparuu NCBI, cozganHoro mms
BaIero paboyero MpocTpaHcTBa, HanmpuMep workspace.ncbi_config_etrees.
5.7.3.6.4 wumsa_mpoekTta B KaBbIYkax: "theiagen pni".
5.7.3.6.5 sample names: BBenuTe UM TaOJIHIIBI JaHHBIX B hopmare:
this.data_table names.data_table name id,
Hanpumep, this.quality controls.quality control id.
IPUMEYAHMUE: osotiroii hopmam umenu aensemcss OBA3ATEIIBHBIM.
5.7.3.6.6 sra_transfer gcp bucket B kaBbrukax: "gs://theiagen sra_transfer". Oto
BpeMeHHOoe o01eocTynHoe Xpanunuie Google mist Bammx
IIOCJIE0BATEIBHOCTEN, K KOTOPOMY MOXKET NostyuuTh foctyn NCBI.
5.7.3.6.7 wums_TaOnuIbl: BBEIUTE Ha3BaHWE Balllel TaOJIUIIBI JAHHBIX B KaBbIUKAX,
Hanpumep "quality control".
5.7.3.6.8 ums_pabodero NMpOCTPaHCTBA: BBEIUTE UMS BaIlIeTO paboOdero MpoCTpaHCTBA
B KaBblukax, Hanpumep, "TheiaProk PNI Training ETrees".
5.7.3.6.9 submit to production: true.
5.7.3.6.10 OIIIIMOHAJIBHO: ecnu Bbl XoTUTE CcBsA3aTh SRA-1ogauy ¢ cymecTByOIMUM
onoodpa3uom (mose "biosample accession" yxxe 3anmosiHeHO HOMepoM SAMN
Ha BkJajgke "Data"):
5.7.3.6.10.1 skip biosample: true.
MNPUMEYAHME: 015 ucnonvzosanus smoti ¢yuxyuu Heobxoo0umo
3anoIHUMb 8Ce He0OX0OUMbLE NOJISL MEMAOAHHBIX, M. e. 3aNOTHeHUe
monvko noas "biosample_accession" nedocmamouno u He no3601um
npotimu npoeepky Terra nepeod 3azpy3Koil.
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SCRIPT oo INPUTS .. OUTPUTS .. [:]
Hide optional inputs Download json | Drag o click to uj
Task name 1 ‘Variable Type Input value
Terra_2_NCBI bioproject string [ "PRINAS90944"
Terra_2_NCBI biosample_package String l "Pathogen”
Terra_2_NCBI nebi_config_js File [ workspacencbi_config_etrees
Terra_2_NCBI project_name string [ “theiagen_pni"
Terra_2_NCBI sample_names [ _controlsquality_control_id
Terra_2_NCBI sra_transfer_gcp_bucket String [ "gs:/ftheiagen_sra_transfer”
Terra_2_NCBI table_name string l "quality_control"
Terra_2_NCBI workspace_name String [ "TheiaProk_PNL_Training_ETrees"
ncbi_sftp_upload additional._files Array[File] [ Optional
nebi_sftp_upload wait_for String [ Optional
prune_table read]_column_name String [ Optional
prune_table read2_column_name String [ Optional
Terra_2_NCBI input_table File [ Optional
Terra_2_NCBI skip_biosampfe Boolean [ Optional
Terra_2_NCBI submit_to_production Boolean [ true

5.7.3.7 Ha Bxiianike "Bouixoanblie nannblie" Haxmute "Mcnons30BaTh 3HAYEHUS 10
ymouanuro" s " AtpubytoB", a 3arem Haxxmute "Coxpanuts". IPUMEYAHUE:
kunonka "Coxpanums” omobdpasicaemcs moavko 8 mom ciydae, eciu 8ol USMEHUIU
6X00Hble OAHHBLE NO CPABHEHUIO C NPEOLIOYUUM NPEeOCMABIeHUEM.

SCRIPT - INPUTS . ouTPUTS [ON RuN ANALYSIS

—_—
Durtpur files will be saved 1o

[ Files / submissian unique (D { Terra_2_NCBI / werkfiaw unique ID

References to outputs will be written to
] Tables / quality_control_set
Fill in the attrioutes below to add or update calumns in your data table

Download json | Drag or eliek to upload son | Clear outputs | SEARCH OUTRUTS
Taskname | Variable Type Inputvelue | Use defautts  ———

Terra_2_NCBI blosample.failures File thisbicsample_failures [l
Terra_2_NCBI bissample_metadata File thisbicsample_metadata i
Terra_2_NCBI blesample_report_xmis Array{File] this.bicsample_regart_xmis i
Terra_2_NeBI biosample_ststus String this biossmple_status [
Terra_2NGBI blosample_submission_xmi File | thisbiosomple.submission.xmi <7
Terra_2_NCBI excluded_samples. ‘ File ( thisexeluded_samples ‘1
Terra_2_NCBI generated_accessions File thisgenerated_accessions 1

5.7.3.8 Haxwmute "3amyctuTh aHanu3" (CKpUHIIOT BhIie). [T0SBUTCS BCIUTBIBAIOIIEE OKHO
"[lonTBepauTh 3amyck', B KOTOPOM MOKHO BBECTH JONOJIHUTEIBLHOE OMMCAHHUE.
Haxxmute "3anmyctuts".
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Confirm launch

Qutput files will be saved as workspace data in:
us us-centrall (lowa) @

Running workflows will generate cloud charges. @
How much does my workflow cost?
Set up budget alert =

Describe your submission {optional

NCBI upload of 3 sequences to the validation

bigproject|

This will launch 1 analysis

5.7.3.9 losButcs okHO "CTaTychl pabodero mpoiiecca”, B KOTOPOM OTIIPABJICHHBIC 3a/1aHUs
JOJDKHBI OBITH TIEPBOHAYATILHO TIEpeuncieHbl Kak "B ouepenu" wim "B mpomecce
3amycka'.

= (@ workspaces

Workspaces » theiagen_pni/TheiaProk_PNLTraining_ETrees »

DASHBOARD DATA ANALYSES

WORKFLOWS

Job History

JOB HISTORY

Workflow Statuses
(© submitced: 1

Comment #

NCBI upload of 3 sequences to the validation Disabled

€ Job History > Submission 387be0c7-88b6-4c00-8028-9020dc5f08b8

‘Workflow Configuration
theiagen_pnifTerra_2_NCBI_PHB

Data Entity
NCBI_upload240422
quality_control_set

Delete Intermediate Outputs

Submitted by

efjatrees@theiagen.cloud
Apr 22,2024, 7:47 AM

Submission 1D

3%7beoc7—&eb6'4c00'80287BOZOdCSfOEbB

Use Reference Disks

Disabled

Total Run Cost
N/A

Call Caching
Enabled

Retry with More Memory

Disabled
WORKFLOWS  INPUTS  OUTPUTS

Search workflows ] [ Completion status v l Download TSV

Data Entity } Last Changed Status Run Cost Messages  Workflow ID
NCBI_Upload240422 (quality_control_set) Apr22, 2024, T:47 AM (© Queued N/A

5.7.3.10I1epeitnute Ha BKIaaky "Mcropus 3amanuii’, 9To0bI MPOBEPHUTH CTATYC
OTIIPABJICHHOTO 33/1aHUs. Y CIICLIHO 3aBEPIICHHOE 3a/laHie 0003HaYaeTCs 3eJICHOM

)
D451 IBOARD oaTa ANaLvsES WORKFLOWS 308 HISTORY
Suzenission (click for detais) Dama ety o Sestus Susmtmed 1 Sumission (D Commart Actons
Terra_2_NCBLPHB 4260422 (ualiy Qon 1 wplost £ 5 sequences T 0
NCSI_Upioan_ 2024230117 | 1  Done NCBI SUBT SSIoR o 5 newsample (O]
 pthainper Ihsiabrok lumna PE 202 6 W Dens 6 smans e the AMD inc stor ®
 Dihaisper ot Ireabrok umna PE 202 3 + one esicks 12 Coiony pick 2 %01 2023 I srains @
€ s 8_PE.202 e Prgra. aurrimel dust csas PT ioiates fram 2023 T
r@theingencioud Traiafsk_llumine_PE_202 3 + Oone her Lo e e 30T 120 stae from 2023 ©

5.7.3.1101cnexuBanue HoMepoB noctyna NCBI:
5.7.3.11.1 Homepa noctyna k 6uoodpaszuam (Homepa SAMN)
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5.7.3.11.1.1

5.7.3.11.1.2

DASHBOARD DATA ANALYSES WORKFLOWS 108 HISTORY
I

& lumina_PEV1-0.0 (25) (G ry

# EDIT 3% OPENWITH. [} EXPORT g SETTINGS | 3 rows seected
@ analysis_pt_24 (25) @

O~ quality_control_id Itol biosample_accession @7 collected by
[ analysis_pt_24_set [12] o]
[ orange_miseq_specimen (20| O 2017C-£936 SAMNZ1039458 coe
[2 orange_miseq_specimen_set (1) [0} [m] 2017c-4938
[ pni_training_sample (11) o] a 2018C-4033 SAMN&G1039457 felalal
@ pni.training_sample_set (1) @ a 2018C-£702-L-AL-USA-COC-pcl
@ prusa_tm_cj_certiication (39} o a 2018C-£70%-L-A2-USA-COC-el

-4709.L-B1.USA-COC-

@ pnusa_lm_cj_certification_set (30} @ = e — ————

u] 2018C-4708-L-B2-USA-CDC-pel
B quality.control (94) 1o} I

m] 2018EL-10535-L-A1_USA_CDC_pel
B quality_control_set (27) @

] 2018EL-10535-L-A2_USA_COC_pel
REFERENCE DATA ~

m] 2018EL-10533-L-B1_USA_CDC_pel
No referances have been acded
Add reference data u] 2018EL-10535-L-B2_USA_CDC_pel
SR DA ¥ 201803204 SAMNA1038456 coc
& workspace Data =] 2019C-3238 <

Ha Bxmanke "/lanHbie" nmepeiiaute B TaOJIHIy JaHHBIX, O KOTOPOH HIET
peusb, U BbI JOJDKHBI yBUAETH 1osie "biosample accession”,
3anoyiHeHHOe HoMepoM SAMN, KOTOpBIN MTPUCBAaUBAETCS KAKIOMY
YHUKaJIbHOMY OH000OpasIy.

Workspaces » theiagen_pni/TheiaProk_PNLTraining_ETrees 5

= \_O WORKSPACES Cata

Ha Bknanke "/lanubie" nepeiure K paccMaTpuBaeMoOMy HA00py
TaOJUI TAaHHBIX, HAWUTE HA0Op TaHHBIX, KOTOPBIA BBI CO3aIH TSI
3arpy3ku B NCBI, a 3atrem HaxxmuTe Ha cChUIKy "generated accessions"
TSl TIOTy9eHus (aitna tsv, B KOTOpOM MepeYrCIeHb HOoMepa
01000pa31oB AJis 3arpy>KEHHOTO Habopa Mmocie0BaTeIbHOCTEH.
UtoOHbI 3arpy3uTth Gai:

= \O WORKSPACES g«;nlaaoaces»me«gempm/fheuvmk,pnLvrammg,srrees»

DASHBOARD DATA ANALYSES  WORKFLOWS  JOB HISTORY

@ tlumina_PEv1-0-0 (25) o / EDIT 3 OPENWITH.. [ EXPORT @ SETTINGS | 1 row selected = ADVANGED SEARCH
© analysis_pt_24 (45) o} Ov  quality_control_set id 10§ excluded_samples OF  Iyveset_alig
B o prz s (42 © o BaseSpace_Fatch_PHEB_2024-02-13T17-17-55

9 erange.miea specimen (20) © [ BaseSpace_Fetch_PHB_2024-02-13T18-10-42.

® erange.miseq specimen-set (1) @ o BaseSpace_Fetch_PHE_2024-02-14T13-00-34

B pnltaining_sample {11) © o BaseSpace_Fetch_PHB_2024-04-22T13-56.04

@ pnitraining_sample.set (1) © o NCBILUpload_20243pril17 luded_samples.s generated

pnusa_m.cj_certification (99) © NCBI_upload_240422 excluded_samplestsv 6/

@ pnusa_im_cj certification_set. (30) o] o NCBIupload_240422_2 g&slms‘ 2484-34712274d3ac/c. ple_submit tsv_ ftp_ e
& quality_control (94) ® o Terra_2_NCBI_PHB_2024-03-04T20-09-08 excluded_samplesitsy enerated_accessionstsy

(@ quality_control_set (28) [0} I o Terra_2_NCBI_PHB_2024-03-05T15-48-07 Juded_samplesis generated.

REFERENCE DATA . o Terra_2_NCBILPHE_2024-03-07T14-50-44 excluded_samples.s generated

5.7.3.11.1.2.1 Haxwmure "Download >$0.01*", a 3aTem Haxxmute "Done".
5.7.3.11.1.2.2 3arpy>xeHHbI} (haiisl TOSIBUTCS B PABOM BEPXHEM YTIIy.
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Q *

By Googie Tansiste @ PHI_Exal W

Signln §1 Sevfings-Youund.. @) ool Centrsl- Lan._ ) semmedaseion Qe [ [
1048w

frrenams |
=

iws this fila in the Goopla Cloud Starags Browsar
DOWNLOAD FOR = $0.01°

forminal dovmlosd command

il cp s/ fcbicdded b1 AbfaSaad

2 generated_accessions (2) - Notepad

File Edit Format View Help
bicsampleiaccession sample_name
SAMNA10©39456 2019C-3204

SAMNA1039457 2018C-4039
SAMNA1©39458 2017C-4936

5.7.3.11.1.3  Ha aapec 31eKTpOHHOMU MOYTHI, CBA3aHHBIN ¢ yueTHOU 3anuckio NCBI,
KCIMOJIb30BAHHOM JIJI4 3arpy3KH, TOKHO TPUHATH MMUCHMO C
MOJITBEPXKICHUEM, B KOTOpPOM OyayT yka3aHsl Homepa SAMN B tene
MHUCchMa B B TeKCTOBOM ¢aiiie "BiosampleObjects", mpukpemieHHOM K
eJI. TIouTe.

BioSample accessions SAMNA1029456, SAMN41039457, SAMNATO39458 - Message (Plain Text) (Read-Oniy)

File  Message Help  Aftachments  Q Tell me what you want to do

E5 Open &3 QuickPrint X Remove Attachment | [ZF savens [y Save All Attachments | C Upload ¥ C2y Upload Al attachments « | By select sl [y copy
BicSample accessions SAMN41039456, SAMN41039457, SAMN41039458

biosamplehelp@ncbinim.nih.gov
To @ Williams, Amanda (Jo) (CDC/NCEZID/DPWED/EDLB; - Katz Lee 5, (CDC/NCEZID/BIWED/EDLB); © Carleton, Heather (CDCG/NCEZID/DPWED/TDLB)

@
=
BioSampleCbjects st

| 571 bytes

1 xtra ine el from This message:

CAUTION: This email originated from outside of the organization. Do net click links or apen attachments unless you recogni and

Dear edlb-cdc service,

This is an automatic acknewledgment that your recent submission to the BioSample database has been o and wi on
BioSemple accessions: MNA1039456, SAMNA41039457, SAMNA103945¢
Temporary SubmissionID: SUB14394264
Release date: ass00n a3 processing is complete
A submission summary and the links by which your il are appended
Please i i 1033456, SAMN41039457, when making ing seq data submissions.
d h, lude the Bi s y
Regards,

NCBI Biosample Submissions Staff

3 BioSampleObjects - Notepad

File Edit Format View Help

Pccessicn SPUID  Organism Tax ID Strain BioProject

SAMNA1839458 2017C-4936 Escherichia coli 562 2017C-4936 PRINAS590944
SAMNA1839457 2018C-4839 Escherichia coli 562 2018C-4039 PRINAS590944
SAMNA1839456 2819C-3204 Shigella sonnei 624 2019C-3284 PRINA590944

5.7.3.11.2 Homepa npucoenunennst SRA (nHomepa SRR)
IMPUMEYAHUE: Ha adpec snexmponHoii noumsl, C6A3aHHbIIU C YYeMHOU
3anucwvo NCBI, ucnonv3068anHou 014 3a2py3Ku, O0IHCHO NPUIMU 8MOpOe
AUCOMO ¢ NOOMBEPHCOCHUEM, 8 KOMOPOM 2080PUMCS, YMO 3As6Ka 8 6a3y
Ooannwvix SRA ycnewrno oopabomana u 6yoem onyoiuKo8ana Ha caiime 8
VKA3GHHYI0 8 nUcbMe 0amy. Imo nucbMo He CO0epIHCUM HOMEPO8 00CMYna
SRA.
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L7 I A G SRA submission SUB14394290, "Ul-less submission 2024-04-22" - Message (Plain Text) (Read-Only)

File  Message Help @ Tell me what you want to do

w8/ 9> \ 6 share to Teams | B To-do | 52 Markunread B3« P B |pnnd . | Q zoom \ ) \ & Vil
=

SRA submission SUB14394290, "Ul-less submission 2024-04-22"

sra@ncbi.nlm.nih.gov
, To Carleton, Heather (CDC/NCEZID/DFWED/EDLB); @ Katz, Lee S. (CDC/NCEZID/DFWED/EDLB); © Williams, Amanda (Jo) (CDC/NCEZID/DFWED/EDLB)

(@) We removed extra line breaks from this message.

Start your reply all with: | Thankyou! | | Received, thankyou. | | Gotit, thanks! ‘@Feedback

CAUTION: This email originated from outside of the organization. Do nat click links or open attachments unless you recognize the sender and know the content is safe.

Dear edib-cdc service,

This is an automatic that your recent ission to the SRA database has been successfully processed and will be released on the date specified.

Please reference PRINAS90944 in your publication. This BioProject accession number is provided instead of SRP and should be used in your publication as it will allow better searching in Entrez.
Accession to cite for these SRA data: PRINA590944 Temporary Submission ID: SUB14394290 Release date: 2024-04-22

Your SRA records will be accessible with the following link after the indicated release date:
ncbi.nim.nih.

Send questions and update requests to sra@ncbi.nlm.nih.gov; include the citation accession PRINA590944 in any correspondence.
Regards,

NCBI SRA Submissions Staff
Bethesda, Maryland USA

5.7.3.11.2.1 CxonwupyiiTe u BctaBbTe HOMepa SAMN u3 daiina tsv ¢ mara
5.7.3.11.1.2. unu txt-¢paitna ¢ mara 5.7.3.11.1.3. B unctpyment "NCBI
Run Selector" mo agpecy: https://0-www-ncbi-nlm-nih-
gov.brum.beds.ac.uk/Traces/study/. Pa3nenure uncna 3ansaThiMH.
Haxxmute Ha knonky "Ilounck".

National Library of Medicine

National Centar for Biotechnology Information

SRARunSelector Q. @ B &
—
|
< Accession SAMNAL05456 SAMNE m
[ ——
|1 Comman Fieds |
Assay Type WES
AugSpollen 502
BioSampletodel Pathogencl
Conternams Fonmcoc
collected by Las
DATASTORE filetype FASTQ, RCALIGN, RUN.ZQL SRA, WGMLST SIS
DATASTORE provider G5, NCBI,S3
DATASTORE regian gsus-cast], ncbipublic s3.us cast 1
g0 Joc_name_country usa
m Runs  Bytes Bases  Download Cloud Data Dellvery Computing
Tatal 3 74850Mb 125G Metadata  or  Accesslon List
Selected 00 0 Metadata or Acces: List  or JWTCart Deliver Dats

5.7.3.11.2.2 B pe3ynbTaTe MoMUCKa MOSIBUTCS TaOJIHIIA, COACpIKaIIas BCIO
uHpopmanuto NCBI o Bammx nocneaoBaTenbHOCTIX, BKIIOYas HOMEpa
SRR.

5.7.3.11.2.3 Haxwmure Ha "Accession List", 4To0bI 3arpy3uTh TabIUIy C HOMEpaMH
MIPUCOCTMHECHUS. 3arpyKEHHBIN (a1 MOSIBUTCS B IPABOM BEPXHEM

yriLy.
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« C a A hitps; bi-nlm-nih-gov.brum beds.ac.uk 1039456%2CSAMNA1039457%2CSAMNA103945880=acc_... A ¢ oL = @ L g
Downloads B Q- R
SRARunSelector Q @ & &
DATASTORE provider GS,NCBI,S3 1 ZZS;?.T’U“ et i

SRR_Ad_Open file
- s oven e |

Open file
m Runs Bytes Bases  Download Cloud Data Delivery
See more

Total 3 74860Mb 125G Metadata or = Accession List

Selected 0 0 0 Metadata  or Accessionlist or JWTCart Deliver Data Galaxy

% ~Ru

1 SRR28763089 SAMN41039456 216.17M 12842Mb  2017-01-01

1 2 s 2 5 . 7 B B © u 1
% BioSample $ Bases ¥ Bytes  Collection Date & Experiment & LibraryName & Organism $ create_date 4 Sample Name ~ strain serotype

SRX24328488 2019C-3204-001 Shigellasonnei  2024-04-22 os:27:00z  2019C-3204 2019C-3204

2 SRR28763090 SAMN41039457 623.29M 37052Mb  2018-01-01 SRX24328487 2018C-4039-001 Escherichiacoli 2024-04-22 os:28:00z  2018C-4039 2018C-4039  0157:H7

3 SRR28763091 SAMN41039458 412.37M  249.66Mb  2017-01-01 2017C-4936  0157:H7

FOLLOW NCBI

) SRR_Acc_List (2) - Notepad

SRX24328486 2017C-4936-001 Escherichiacoli 2024-04-22 os:28:00z  2017C-4936

File Edit Format View Help
lkRR28763089
SRR28763090
SRR28763091

5.7.3.11.2.4 Besl MmoxeTe OTCIIEKUBATh HOMepa BeryrieHus: B CPA nu6o B
OTIeNbHOM 3MeKTpoHHOoM Tabmuie Excel, mu6o B cucreme LIMS, nmu6o
co3aaTh moJie ""sra_accession" B Tabauile JaHHBIX Terra U KOMUPOBATH
Y BCTaBJISITh Ty/Ia HOMEpa BCTYIUICHUS ISl KaXI0H 3amucy 00pasiia.
UToOBI CO3/1aTh KOJIOHKY Sra_accession U UCIOJIb30BaTh €€ JJIs
OTCJICKUBAHMSI, BBITIOJHUTE CIIEYIOLINE JCHCTBUSA:

5.7.3.11.2.4.1 B packpsiBaromeMcs MeHIO "PegakTupoBaTs'" BRIOSpUTE
"J106aBUThH KOJIOHKY".

Workspaces » theiagen_pni/TheiaProk_PNL Training_ETrees »

— 10.‘ WORKSPACES

Data
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
llumina_PE_v1-0-0 (25) [OINNN
,‘ EDIT X OPEN WITH, @ EXPORT ° SETTINGS 0 rows selected
analysis_pt_24 (45} ]
Add row :
y_control_id 10 assembly_fasta
analysis_pt_24_sat (12) (6] P . <
5-A1_USA_CDC_pcl 08-0005-A1_USA_CDC_pcl_contigs.fasta
orange_miseq_specimen (20) © | it selected rows
Delete aecteq rows [P05-A2USA€DC pel 08-0005-A2_ USA CDC_pel_contigsfasta
orange_miseq_specimen_set (1) (6]
Seveselection ssset [P05-B1_USA_CDC_pel 08-0005-B1_USA_CDC_pel_contigsfasta
pni_training_sample (11) (6]
[} 08-0005-B2_USA_CDC_pcl 08-0005-B2_USA_CDC_pcl_contigs.fasta
& pni_training_sample_set (1) ®
[m} 2011L-2624-LRM4update 20111-2624-L RM4update._contigsfasta
B pnusa_lm_cj_certification (99) ®
[} 2011L-2624_v3index_NextSeq
B pnusa_im_cj_certification_set (30} ®
[m] 2011v-1043-LRMé4update 2011V-1043-1R contigsfasta
B quality_control (94) o] I
[m] 2012D-3301-A-USA-CDC-pel 2012D-9301-A-USA-CDC-pcl_contigs.fasta
& quality_control_set (27) o]
[m} 20120-3301-B-USA-CDC-pl 2012D-2301-B-USA-CDC-pcl contigs fast:
REFERENCE DATA ™ | 2012D-9301-C-USA-CDC-pel 012D-9301-C-USA-CDC-pcl_contigs.fasta

5.7.3.11.2.4.2 Bo BcmisiBaromieM okHe "/[00aBUTh HOBBIN CTONMOCI" HA30BUTE

HOBBIH cToJoery "sra_accession" u HaxmuTe "CoxpaHuTh'".
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Add a new celumn

Column name

sra_accession

Type:

® string O Reference

[ wvalueisa list

O Number

Default value [cptional, will be entered for all rows)

O Boolean

[ Enter a value

l

Cancel E

5.7.3.11.2.4.3 B Tabnuie qaHHBIX JOJDKEH IMOSIBUTHCSI HOBBIN cTOoIOEL. UTOOBI
BBECTH HOMep npucoenuHenuss SRR 1ist KoHKpeTHOM
MOCIE0BATEIbHOCTH, HAKMUTE KHOMIKY "MI3MEeHUTH 3HaUeHue" B
cros0Iie sra_accession JJisi JaHHOTO 00pasia.

= ‘10\ 'WORKSPACES

Workspaces > theiagen_pni/TheiaProk_PNLTraining_ETrees »

Data

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
@ fllumina_PE_v1-0-0 (25) © 2

# EDIT XX OPENWITH.. [3 EXPORT f¥ SETTINGS 0 rows selected =/
B analysis_pt_24 (45) ®

Ov quality_control_id 10© . sra_accession @i assembly_fasta
B analysis_pt_24_set (12) ®

[m] 2015K-0887_v3index_NextSeq
@ orange_miseq_specimen (20) ®

[m] 2015K-1104_v3index_NextSeq
[ orange_miseq_specimen_set (1) @

O 2015K-1440-LRMéupdate
@ pni_training_sample (11) ©

[m] 2017C-3818-LRM4update 2017¢-3818-L RM4update_contig]
& pni_training_sample_set (1) ®

[m] 2017C-3830-LRM4update
@ pnusa_Im_cj_certification (99) ®

[m] 2017C-4936 [ #  2017C-4936_contigsfasta
@ pnusa_Im_cj_certification_set (30) ®

[m] 2017C-4938 Editvalue 017¢-4938 contigsfasta
B quality_control (94) 0]

[m] 2018C-4039 2018C€-4039_contigsfasta
@ quality_control_set (27) ®

[m] 2018C-4709-L-A1-USA-CDC-pel 2018C€-4709-L-A1-USA-CDC-pel_(
REFERENCE DATA M [m] 2018C-4709-L-A2-USA-CDC-pel 2018C-4709-1-A2-USA-CDC-pel |

5.7.3.11.2.4.4 BcraBbTe HOMEp npucoeauHeHns SRA B moJie BO BCILIBIBAIOIIEM
okHe "M3meHuTs 3HaueHue" u HaxxMute "COXpaHUTh U3MEHEHUs" .
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6. BJIOK-CXEMA:

MoarotosbTe daiin c meta AaHHbIMM (5.1)
3arpy3ute ¢ainbl FASTQ 1 meTa gaHHble Ha naatdopmy Terra (5.3)

3anyctute pabounii npouecc TheiaProk Illumina_PE_PHB (5.4)

OueHunTte KK 1 pesynbraThl lNoBTOpHOE BbiAeNEHME 06PaA3LLOB,

reHotTunmpoBaHus (5.5 &5.6) He npoweawmnx KK

BbinonHute punoreHeTnyecknin aHanmns (PNID02)

3arpy3sute nocnegosatenbHoct B NCBI (5.7)

7. CONYTCTBYIOIIUE JOKYMEHTDI:
7.1 PNIDO02: PulseNet International Standard Operating Procedure for Phylogenetic Analysis of
WGS Data Using the Terra.Bio Platform.

8. CCBUIIKMU:
8.1 Libuit K.G., Doughty E.L., Otieno J.R., Ambrosio F., Kapsak C.J., Smith E.A., Wright
S.M., Scribner M.R., Petit III R.A., Mendes C.I., Huergo M., Legacki G., Loreth C., Park
D.J., Sevinsky J.R. (2023) Accelerating bioinformatics implementation in public health.
Microbial Genomics 9:001051.

9. KOHTAKTDI:
9.1 Jla6opatopust CDC USA PulseNet NGS: pulsenetngslab@cdc.gov
9.2 PulseNet International Quality Assurance Coordinator Eija Trees: ehyytia-trees@cdc.gov
9.3 Theiagen:
9.3.1 OO6mmit e-mail ms moxmepkku: support@theiagen.com
9.3.2 Mumens Ckpubnep: michelle.scribner(@theiagen.com
9.3.3 ®pouk AmOpo3suo:_frank.ambrosio@theiagen.com

10. ITIOITPABKH: OTCyTCTBYIOT.



mailto:pulsenetngslab@cdc.gov
mailto:ehyytia-trees@cdc.gov
mailto:michelle.scribner@theiagen.com
mailto:frank.ambrosio@theiagen.com
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11. HIOAIINCH:
YTBepKaeHo: Date:
[Mepconan PulseNet QA/QC
YTBepxKaeHo: Date:

Texuuueckuit pykooautens PulseNet WGS

YTBepKaeHo: Date:
Mexnaynapoansiii koopauHatop PulseNet

YTBepKACHO Date:
PykoBoauTens rpynmel pearupoBaHusl M yIIpaBieHus Benbinikamu PulseNet

YTBepKACHO Date:
3aBeayroniuit Jaboparopueit YHTEPATbHBIX 00e3Hen
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Hpuaoxenne PNID01-1: Umnmopt nannbix B Terra HemocpencrsenHo u3 lllumina
BaseSpace
MPUMEYAHUE: Ymoodwr hacmpoums pabouee npocmparncmao Terra 051 NOOKIOUeHUs K
yuemnot 3anucu lllumina BaseSpace, ciedyiime uncmpykyusim, pasmeujenHviM Ha catime
pecypcoe Theiagen no aopecy https.//theiagen.notion.site/BaseSpace Fetch-
34978656aa2d46ba82f2059434bd9369. 3a donoarnumenvHoU nomMowbio oopawanmecs 6
komnanuto Theiagen (konmaxmuyro ungopmayuro cm.  pazoene "Konmaxmor" (9)).

1. Boiiaure B cBOIO yueTHYyI0 3anuch BaseSpace u HaliiuTe IPOTroH, KOTOPbI HE0OX0AUMO

uMnoptupoarth B Terra.

(D) Runs - BaseSpace Sequence Hub X l+ = o
A O nhttpsy/basespaceillumina.com/runs/active Qa A L I R I

& @ @ [M 1-250f76 Show 25 -

O smtusy RUN NAME AVG%Q30 %PF. INSTRUMENT ¥ 'CREATED

O Complete WV-M07896-231215 81.72% 48.18% M07896 2023-12-1515:18

O Complete WV-M07896-231213 90.55% 82.75% M07896 2023-12-13 12:18

O Complete VL403-23-003 88.63% 79.83% VL00403 2023-12-1213:35

O Complete WV-M07896-231128 46.99% 10.94% M07896 2023-11-28 16:40

O Complete 92.90% 91.02% M03235 2023-11-07 16:16

O Complete M3235-23-041 88.00% 92.64% M03235 2023-11-03 12:01

O Complete IMR-M01432-241023 84.67% 69.95% M01432 2023-10-24 01:26

O Complete IMR-M01432-171023 84.35% 68.96% M01432 2023-10-17 01:05

O Complete OH-VH01632-230919 89.77% 76.79% VH01632 2023-09-19 16:25

O Complete MiSeq Ve 015 91.99% 94.84% M08444 2023-09-0115:45 |

2. 3arpysure Tabuuity oOpasIoB AJs MPOToHa:
a. Ilepeiinute Ha BkiIaaky "d@aiibl" U NPOKPYTUTE CTPAHUILY JO CAMOTO HH3A.

illumina SEQUENCE HUB PulseNet NGSL.. A

Q HOME  RUNS  BIOSAMPLES  PROJECTS  ANALYSES  APPS  DEMO DATA 2 ® "'

Important: Due to recent security updates, you may have Issues logging in or uploading data to BaseSpace, ICA, and Proactive if you have not updated your
instrument. LEARN MORE LEARN MORE

Transfer of projects containing NextSeq 2000 or BCL Convert data is currently disabled. Data can be shared as an alternative until the feature is restored.

M3235-23-042

SUMMARY  BIOSAMPLES ~ SAMPLES  CHARTS  METRICS  INDEXINGQC  SAMPLE SHEET 4 FILES

Instrument Created Instrument Type
M03235 92.90 91.02 2023-11-07 16:18 Miseq

#a30 ser
File Count/Size File Status
55,592 files (10 GB) Active

Run Status Lane QC Status Flow Cell Status

Complete QcPassed QcPassed Bz User
PulseNet NGS Lab 1 PulseNet NGS Lab 1

. . Flow Cell ID Run ID
Latest Analysis Cycles Yield 000000000-L3PBP 231107.M03235_01...

TR we2... 151]10] 10| 151 5.38 Gbp



https://theiagen.notion.site/BaseSpace_Fetch-34978656aa2d46ba82f2059434bd9369
https://theiagen.notion.site/BaseSpace_Fetch-34978656aa2d46ba82f2059434bd9369
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b. Haxwmure Ha cchuiky SampleSheet.csv.

) Runs - BaseSpace Sequence Hub X 1+

5 IEgEATEYSIS_NEILOpY_Lo.

B ImageAnalysis_Netcopy_co...

B ImageAnalysis_Netcopy_co...

B ImageAnalysis_Netcopy co

[ ImageAnalysis_Netcopy_co..

[E Reportinfo dat

B RTAComplete txt

B RunCompletionStatus xml

B Runinfo.xml

RunParameters xml

SamploSheet csv

SampleSheet.csy

oY

ixt

Ixt

xt

xt

xml

) hitps:/basespaceillumina.com/run/269758502/M3235-23-042/files/tree

41 o HIGYEAIIGIY 3 NELLURY_LUIICLE. AL
4TB ImageAnalysis_Netcopy_complete_Read txt
478 ImageAnalysis_Netcopy_complete_Read2.txt
4TB ImageAnalysis_Netcopy_complete_Read3.txt
478 ImageAnalysis_Netcopy_complete_Reads_ixt
96 B Reportinfo dat
4TB RTAComplete txt

540B RunCompletionStatus. xml
6856 Runinfo xml

428 KB RunParameters.xm|

2.27T KB SampleSheet.csv

a

N\

w @ Ql

UL 1 1-u0 .00

2023-11-08 0338

2023-11-08 04 27

2023-11-08 05:58

2023-11-08 16:40

2023-11-07 16:04

2023-11-08 16240

2023-11-08 17.08

2023-11-07 16:04

20231107 16:04

2023-11-07 16:04

c. Bo BcrmeiBaromeMm okue "SampleSheet.csv" HaxMuTe Ha KHOTIKY "3arpy3uTh'.

jat

ull

ull

ml

47T B ImageAnalysis_Netcopy_complete_Read3 txt

SampleSheet.csv

[Header]

Local Run Manager Analysis Id,20@2

Experiment Name,M3235-23-842
Date,2823-11-87
Module,GenerateFASTQ - 3.9.1
Workflow,GenerateFASTQ

Library Prep Kit,Illumina DNA Prep

Index Kit,IDT-Ilmn DMA-RNA UD Indexes SetABCD Tagmentation

Chemistry,Amplicon

[Reads]

CANCEL

X

d. 3arpyxeHHBbI! (ailsl csV MOSBUTCS B IPAaBOM BEPXHEM YTy B paszene
"3arpy3ku".
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-
235-23-042 Hiles/troe. a A G lm o= G 4 og
o Downloads Ba - P
e ) Seeet e B oW
SeanpleShes oo
ImageAnalysis_Metcopy_tomzalste_Read2 Ll L
See mone
ImageAnalysis_Metcopy_complata_Read3 txt
SampleShest.csy x
31108 16
l 20241107 16 04
2023-11-00 16 40
Chemtsrry arplican 20221081708
Ihesis) -
2022.11.07 10 04
POFEAAT 1604

OyIlyT 3aBHCETh OT CTOJIOIIOB M COJIEPKAHUS CTOJIOIOB, TIPUCYTC
00pasIoB.
[ToaroroBeTe (haiim MeTaJaHHBIX tSV:
a. CronO1pl HeOOX0oAMMBI, eciiu cToOb "Sample Name"
SampleSheet nmeroT onMHaAKOBOE COIEpKAHUE:

Ortkpoiite ¢aitn SampleSheet. Cton61s1, HeoOXoaUMBIE 1151 (aiia MeTaTaHHBIX tsV,

TBYIOIIIHX B JIUCTEC

u "Sample ID" B

Trees, Eija (CDC/NCEZI|

AutoSave (@ o) 9~ e SampleSheet (2) v £ Search
File Home Insert Page Layout Formulas Data Review View Help
ST == TR W = B B @R
Copy v
P e | 8 1 <[ B7 [0 A | 2| Eivemencme « | § < % 3 |l 45 | S foms G| b Dok roma | )
Clipboard [ Font [ Alignment [ Number [ Styles. cells.
[ St [ X v | [Header]
\
A A B C D E F G H I J K L
1 [[Header]
_2_|Local Run Manager Analysis Id 2002
3 |Ex Name M3235-23-042
4 |Date 11/7/2023
5 |Module GenerateFASTQ - 3.0.1
6 |Workflow GenerateFASTQU
_7_|Library Prep Kit lllumina DNA Prep
8 |IndexKit IDT-llmn DNA-RNA UD Indexes SetABCD
9 |Chemistry Amplicon
10
11 |[Reads]
12 151
13 151
14
15 |[sercins]
16 |adapter CTGTCTCTTATACACATCT
17
18 |[Data]
19 |Sample_ID Sample_Name Descriptiol Index_Plat Index_Plat I7_Index_l index 15_Index_lindex2  |Sample_Project
20 |D5480-M3235-23-042 D5480-M3235-23-042 B A06 UDP0137 |CCGGTTCCUDPO137 | TATATTCGAG
21 |ATCC-BAA-460-M3235-23-042 | ATCC-BAA-460-M3235-23-042 B BO6 UDPD138 |GGCCAAT/UDPO138 | CGGTCCGATA
22 |20111-2624-M3235-23-042 | 20111-2624-M3235-23-042 B Co6 UDP0139 | GAATACCT UDPO138 | ACAATAGAGT
23 |2015K-0092-M3235-23-042 | 2015K-0092-M3235-23-042 B D06 UDP0140 |TACGTGAZ UDP0140 | CGGTTATTAG
24 |2015K-1440-M3235-23-042 | 2015K-1440-M3235-23-042 B E06 UDP0141 |CTTATTGG UDPO141 | GATAACAAGT
25 |2013V-1178-M3235-23-042 | 2013V-1178-M3235-23-042 B FO6 UDP0142 | ACAACTACUDPO142 | AGTTATCACA
26 |2014C-3598-M3235-23-042 | 2014C-3598-M3235-23-042 B G06 UDP0143 |GTTGGATECUDPO143 | TTCCAGGTAA
27 |2014C-3857-M3235-23-042 | 2014C-3857-M3235-23-042 B HO6 UDP0144 | AATCCAAT UDP0144 | CATGTAGAGG
28 |2015C-3881-M3235-23-042 | 2015C-3881-M3235-23-042 B AOF UDP0145 |TATGATGEUDPO145 | GATTGTCATA
< » | samplesheet@) [ @ i [

i. entity_datatablename_id:
1. BBeaute Ha3zBaHHE TaOIUIIHI TAHHBIX (HOBOM WM CYIIECTBYIOIICH )
B siueliky Al mexay "entity:" u "id".
2. Breaute naeHTHGUKATOPHI 00PA3IOB B CTOJIOEI A Tak, KaK BbI
XOTHUTE, 4YTOOBI OHU 0TOOpaXKaMCh B TabIuIle JaHHbIX Terra.
il. basepace sample name: CKOMMPYHTE U BCTABBTE COACPIKUMOE TTOJIS

SampleSheet "Sample Name".
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basespace collection id: BBeguTe HazBanue [Iporona/Run tak, kak oHO
oroOpaxkaercst Ha BaseSpace.

1il.

AutoSave K~ C 7 M3235-23-042 = Saved to this PC v £ Search
File Home Insert Page Layout Formulas Data Review View Help
=n yar=r= —
& cut |catibri Jruo VA A= :E v | 2B wrapText Gen|
(B Copy ~ '
Paste =1 — | 3
I U~ v = = = | e 3= o
v < Format Painter - = == 3= | [&] Merge & Center $
Clipboard [ Font 5 Alignment 5
| G20 i x v ﬁ_\‘
A A | B | C Lm a3 |
1 |entity:quality_control_id basespace_sample_name basespace_collection_id
2_ D5480-LRM4update D5480-M3235-23-042 M3235-23-042
3_ ATCC-BAA-LRM4update ATCC-BAA-460-M3235-23-042 M3235-23-042
4_2011L-2624-LRM4updatE 20111-2624-M3235-23-042 M3235-23-042
5_ 2015K-0092-LRM4update 2015K-0092-M3235-23-042 M3235-23-042
6_ 2015K-1440-LRM4update 2015K-1440-M3235-23-042 M3235-23-042
7_ 2013V-1178-LRM4update 2013V-1178-M3235-23-042 M3235-23-042
8_2014C-3598-LRM4upda‘te 2014C-3598-M3235-23-042 M3235-23-042
9_ 2014C-3857-LRM4update 2014C-3857-M3235-23-042 M3235-23-042
12 2015C-3881-LRM4update 2015C-3881-M3235-23-042 M3235-23-042
'|L 2017C-3818-LRMAupdate 2017C-3818-M3235-23-042 M3235-23-042
1& 2017C-3830-lRM4update 2017C-3830-M3235-23-042 M3235-23-042
13 [2015C-5082-1 RM4update 2015C-5082-M3235-23-042 M3235-23-042

Cronbupbl, HeoOXonuMbIe, koraa cronois! "Sample Name" u "Sample ID" B
SampleSheet umeror pa3Hoe conepkanue:

AutoSave i = SampleSheet CADC-M5870-230530E v P search _l
file  Home Insert  Pagelsyout  Formulas  Data  Review View  Help
fﬁ E,X,Cm A ==E2 |Bwepe B BE [voma Bad Good
@ o
Pt v | 8 T U |B (@ A | S5 2|5 = |Bweacme - | § - % 9 [ | Sttt romae e Check Cell
Clipboard N Font [ Alignment & Number N Styles.
[2 i [x v &
|
4 A 8 (4 D E F G H | J K L M
1 |[Header]
2 |Local Run Manager Analysis Id 123123
3| Name CAOC-M5870-230530E
4 |Date 6/14/2023
5 |Module |GenerateFASTQ - 3.0.1
6 |Workflow |GenerateFASTQ.
7 |Library Prep Kit |Illumina DNA Prep
8 |IndexKit IDT-imn DNA-RNA UD Indexes SetABCD T.
9 |Chemistry Amplicon
10
11 |[Reads]
[12] 151
13 151
14
15 |[Settings]
16 |adapter CTGTCTCTTATACACATCT
17
18 |[Data]
19 |sample_ID sample_Name Descriptic Index_Pla Index_Pla 17_index_lindex |15_Index_index2 | sample_Project
20 |2023FD-00134 |2023FD-00134-CAOC-M5870-230530E A |no7 UDP0043 | AGTGTTG( UDP0049 | CTGGTAC/ CPO_230530E
21 |BE230960535 |BE230960535-CAOC-M5870-230530E A |Bo7 UDPOOSO GACAcm‘unpoosnj'lc.L\AceTcsal_zsossoE
22 |2023FD-00135 |2023FD-00135-CAOC-M5870-230530E A |co7 UDPOOS51 |CCTGTCTG UDPOOS1 |ACTGTTGTCPO_230530E
23 |2023FD-00136 |2023FD-00136-CAOC-M5870-230530E A |Do7 UDPOOS2 |TGATGTAZ LIDPOOSZA"GTG[GTC(CP[LZBOS}OE
24 |2023FD-00137 |2023FD-00137-CAOC-M5870-230530E A |07 UDPO0S3 |GGAATTG UDP00S3 | AGCACATICPO_230530E
25 |BE231320288 BE231320288-CAOC-M5870-230530E A o7 UDPO0S4 |GCATAAG UDP00S4 | TTCCGTCE Ecoli ¢
26 |2023FD-00138 2023FD-00138-CAOC-M5870-230530F A Go7 UDPOOS;"CTGAEEATLIDPOOSS CTTAACCZ CPO_230530E
27[2023FD-00139 2023FD-00133-CAOC-M5870-230530F A HO7 UDPOGS6 | AACGCAC UDPOOSG GCCTCGE) CPO_230530E
28 |BE231330092 BE231330092-CAOC-M5870-230530E A 08 UDPOOS7 |TCTATCET UDPOOS? |CGTCGAC Sal_230530E
29 |BE231330093 BE231330093-CAOC-MS5870-230530E A B0 UDPOOSS | CTCGCTTE UDPOOSE | TACTAGTCSal_230530E
30 |BE231350225 BE31350225-CAOC-M5870-230530E A 3 UDP0OS3 |CTGTTGETUDPO0S9 | ATAGACC(Sal 230530

i. entity_datatablename_id:
BreauTe nms Tabiuipl JaHHBIX (HOBOM MIIM CYIIECTBYIOIICH) B
saueiiky Al mexay "entity:" u "id".

1.
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2. Breaute naeHTHGUKATOPHI 00PA3IOB B CTOJIOEI] A Tak, KaK BbI
XOTHUTE, 4YTOOBI OHU 0TOOpaXKaMCh B TabnuIle JaHHbIX Terra.

il. basepace sample name: CKOMUPYHTE U BCTABBTE COACPIKUMOE TTOJIS
SampleSheet "Sample Name".
1ii. basespace sample id: ckomupy#Te U BCTaBbTE COACPIKUMOE TTOJIS
SampleSheet "Sample ID".
iv. basespace collection id: BBenute Ha3BaHue Run Tak, kak 0HO
oroOpaxkaercst Ha BaseSpace.
AutaSave (@ 0n) DGl < manual_upload_metadata_ 240213 2 v P Search
File ﬂ Insert Page Layout Formulas Data Review View Help
fgi:‘ N Calibri e A | =E=E e BWeeT General . = % Norm{
P popine | BT U Ev[Ov A | SS= =% Elvessscme - | $ % 9 98 Pt o |
Clipboard ] Font 1] Alignment 5] Number ]
c1s MERES ﬁ:\
4 A | B c D LB | 68 | 6 | ® |
1 |entity:quality_control_id basespace_sample_name basespace_sample_id basespace_collection_id
2iCA0C72023FD—00134 2023FD-00134-CAOC-M5870-230530E  2023FD-00134 CAOC-M5870-230530E
3 [CAOC_BE230960535 BE230960535-CAOC-M5870-230530E  BE230960535 CAOC-M5870-230530E
;CAOC72023FD-00135 2023FD-00135-CAOC-M5870-230530E  2023FD-00135 CAOC-M5870-230530E
;CAOC72023FD-00136 2023FD-00136-CAOC-M5870-230530E  2023FD-00136 CAOC-M5870-230530E
EZCAOC72023FD-00137 2023FD-00137-CAOC-M5870-230530E  2023FD-00137 CAOC-M5870-230530E
7,

Cronbupl, HeoOXoauMbIe 1Tt TaOIUIEI 00pa3ioB NextSeq:

AutoSave >R I SampleSheet (14) ~
File Home Insert Pagelayout Formulas Data Review  View
Cut - ~ ~ —
& cu Calibri oA A :_El o
[ copy ~
g - B I U~ H- &a-A-|=E== =3
! g Format Painter e —
Clipboard =~ Font ~ Al
L12 - i > < Fal
- a [ | c
1 |[Header]
2_|FileFormatversion 2
3 |RunName VL403-24-001
4_|Instrumentplatform NextSeq1lk2k
5_|IndexOrientation Forward
6 |
7 |[Reads]
& |Readicycles 151
9 |Read2cycles 151
10 |Indexicycles 10
11 |Index2Cycles 10
12
13 |[Sequencing_Settings]
14U o n DNAPrep
15
16 |[BCLConvert_Settings]
17 |SoftwareVersion 2.10.12

CTGTCTCTTATACACATCT
CTGTCTCTTATACACATCT
¥151;110;110;Y151

B2ip

AdapterRead1
AdapterRead2
OwerrideCycles

1 |FastqCompressionFormat

3 | [BCLCONVert_Data]

4 |sample_ID Index2

Index

25 | 201315214 CGACATCCGA TACGTTCATT
26 | 201315351 CACAATAGGA TCCATCCGAG
27 | 201315356 GCAACATGGA CTTGTCTTAA
28 | 201315357 TAGTTCGGTA CCATGTGTAG
29 |2013L-5585 CTATTACTAC GAGTCTCTCC
30 | 201315615 TAGCATAACC GCTATGCGCA
31 |20111-2624 ACTCTATTGT ATCGCATATG
32 | 2015k-0887 CCAAGGCCTT TCGAAGTACT
33 |2015k-1104 TTACTCCACA GACACCGATG
4 [201aK-0832 AGTAGAAGTG CTAGCGTCG,
SampleSheet (14) [©)]

i. entity datatablename id:
1. BBemuTe Ha3BaHUE TAOIHIIBI TaHHBIX (HOBOH WM CYIIECTBYIOIIEH )
B siueiiky Al mexnay "entity:" u "id".
2. Bgenute uneHTU(UKaTOPHI 0OPA3LOB B CTONOCI A TaK, KaK BbI
XOTHTE, YTOOBI OHU OTOOpakaJIuCh B TaOIUIE JaHHBIX Terra.
basepace sample name: cKOomupyHTe U BCTaBbTE COJEPKUMOE TTOJISI
SampleSheet "Sample ID".

ii.
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1il.

1v.

basespace sample id: ckonmupyiTe 1 BCTaBbTE COIECPKUMOE TTOJIS
SampleSheet "Sample ID".
basespace collection id: BBeguTe HazBaHue Run Tak, kak OHO
oroOpaxaercst Ha BaseSpace.

AutcSave (@ or) EAGEE manual_upload_metadata_240214_3 v £ search
File Home Insert Pagelayout Formulas Data Review View Help
& cut Calibri o A A E v 2k wrapTed General
[@copy ~
Paste ] A === H o, 4
v v v === ~ v
5 S romarane | B 1 U B2 A = =3 Buescacoms - | 5% )
Clipboard ] Font 5] Alignment ] Number
13 s Bold (Ctrl+B)
Make your text bold
4 A B c | D L E |
1 |entity:quality_control_id basespace_sample_name  basespace_sample_id basespace_collection_id
Z_2013L'52147V3im‘lE)(7NExtSEq 20131-5214 2013L-5214 V0L403-24-001
3 |20131-5351_v3index_NextSeq  20131-5351 2013L-5351 VL403-24-001
4 |20131-5356_v3index_NextSeq  2013L-5356 2013L-5356 VL403-24-001
5 |2013L-5357_v3index_NextSeq  2013L-5357 2013L-5357 VL403-24-001
672013L755857V3inde)(7NextSEq 20131-5585 2013L-5585 VL403-24-001
772013\55615 v3index_NextSeq 2013L-5615 2013L-5615 VL403-24-001
87ZDllL726247V3indEX7NExtSEq 20111-2624 2011L-2624 V0L403-24-001
EL 2015K-0887_v3index_NextSeq  2015K-0887 2015K-0887 V01403-24-001
10_ZDlSK'llD‘LV3iﬂdE)(7NEXtSEq 2015K-1104 2015K-1104 V0L403-24-001
1L 2014K-0833_v3index_NextSeq  2014K-0833 2014K-0833 V0L403-24-001
12

d. Coxpanure (aiin B popmate tsv: BeiOepure "Coxpanuthb kak" u "Tekcr (c
pasznenutenem Tabymsaiun) (*.txt)". Yoeautecs, uto ums (aiisia umeeT
okoH4aHue ".tsv".

(C)
R Home
A New

& Open

Info

Save

Export
Publish

Close.

Save As
©  recent

OneDrive - CDC
eih9@cdcgov

Sites - CDC
eih9@cdcgov

Other locations

‘% This PC

D Addarlce
= Browse

manual_upload_metadata_240209 Eija Trees
1 [ OneDrive - CDC > +My_Large Workspace > backup > Terra > PT2024
| ‘manual_upload_metadata_240209.tsv ‘
[Text (Tab defimited) (o) l & save ‘

Excel Workbook (*xisx)

Excel Macro-Enabled Workbook (*xism)
Excel Binary Workbook (*sb)

Excel 97-2003 Workbook (*:xls)

CSV UTF-8 (Comma delimited) (*.csv)
XML Data (*xmi)

Single File Web Page (*mht, *mhtmi)
Web Page (*htm, *html)

Excel Template (*xitx)

Excel Macro-Enabled Template (*xitm)
Excel 97-2003 Template (*xt)

Text (Tab delimited) (%.6xt)

Unicode Text (*oxt)

XML Spreadsheet 2003 (*xmi)

Microsoft Excel 5.0/95 Workbook (*ls)
CSV (Comma delimited) (*.csv)
Formatted Text (Space delimited) (*.prn)
Text (Macintosh) ()

D K]

5. Wmnoptupyiite Qaiina MeTaiaHHBIX tSV:
a. Ha Bxmanke "lanubie" Haxxmute Ha "MMnopt nanHbIX" U BeIOEpUTE "3arpy3uTh
tsv" U3 BBINAJAIONIETO MEHIO.
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E . WORKSPACES \S{;r:;paces > theiagen_p|
DASHBOARD DATA ANALYSES WORKFLOWS
[ © IMPORT DATA J # EDIT 3 OPENWITH.. [ EXF
Upload TS

O« quality_c.. 1O abricate

Open data uploader

O 08-0005-A1_U...
Add reference data

O 08-0005-A2_U...
2300109 (2) @

O 08-0005-B1_U...
CDC_ATCC_Seq... (42) ®

O 08-0005-B2_U..

b. Bo BcrubiBaromem okHe "VIMIopT JaHHBIX TaOJIUIIBI" BBI MOXKETE
UMIIOPTUPOBATH META/IAHHBIC IBYMSI CIIOCO0AMU:
1. Ha Bknaake "Mmnopt (aityioB" menkHUTE B IIEHTPE, YTOOBI BRIOpATh
¢aiin tsv, mepeluTe K MECTy, IJie COXpaHeH (aii tsv ¢ MeTaJaHHBIMU,
BbIOEpHTE (haitn u HaxkMute "OTKPBITH".

Import Table Data -

P! Organize = Newfalder - @
Choose the data import option below. Click here for more info on the | Mame ~ P Date
table.

# Quick access
Data will be saved in Terra-managed location: us us-centrall (lowa) B Desktop . £33 Errors api token @ 17297
B M3235-23-01 @ 1302
FILEIMPORT  TEXT IMPORT ¥ Downloads * [ M3235-23-042 ] 17257
[E onedive - cOC ” ) manual_upload_metadata_240213_1 @ 21373
Select the TSV file containing your data: | FS10002635 (R) - £37) SampleSheet CAOC-MSATD-2305306 @ 2762
L — .
1 i) NCEDD_DFWED_EDLB_PulseMet_Data » ) SampleShest M3235-23-042 @ 17257
! Drag or Click to select a tsv ﬂD ] | assemblies - 3] SampleShect NVLY-M05339-20230508 o 26
3 i M " X .. o2
- i Pictures » 3] SampleSheet OH-VHO1632-230019 =] 262
electe VL403-23-003 @ 276721
o AD-RG-Plasemich "
! P 5 VH03-23-003_ToolkitoooK @ 173073
TSV file templates | spades-2023-10-19 »
[ ehesa-2023-10-30
& Download sample_template.tsv = shess *
| 200 v <
4 Terra Support: Importing Data - Using a Template
Filename: [manual_upioad_metadats_240213_1 ~| [AnFies ~|

i1. Taxxe BbI MOXETE IEPEKITIOUNTHCS Ha BKIAAKY "MIMIopT Tekcta" u
CKOTIMPOBATh M BCTABUTH COJICPKUMOE tsv-(paiiyia B ToJie mocepeuHe.

Import Table Data

Choose the data import option below. Click here for more info on the
table.

Data will be saved in Terra-managed location: us us-centrall (lowa)

FILE IMPORT TEXT IMPORT
N c—

Copy and paste tab separated data here:

Clear
entity:quality control_id basespace_sample_name  basespa ®
D5488-LRMAupdate D5486-M3235-23-842 M3235-23-642 E
ATCC-BAA-LRMAupdate ATCC-BAA-46@2-M3235-23-842 M3235-2
20111 -2624-LRM4update 20111 -2624-M3235-23-042 M3235-23-642
AAMCY ARAD 1 DMAsmdab~  AAMCE NANT M313E 93 AA MI93C A3 aan

4 3

d

c. Bo BcrmeBaromem okHe "MMIOPT AaHHBIX TaOIUIBI" BB MTOIYYUTE
IpeSyNpekACHUE O TOM, YTO B TAOJIMIIE JTaHHBIX YK€ CYILECTBYIOT AaHHBIE (IIpU
UMIIOPTE B CYIIECTBYIOINIYIO TaOIUIy JaHHBIX) U 3arpy3Ka B Hee
JOMOJTHUTEIBHBIX JAHHBIX MOXKET MPUBECTH K MEPE3alUCH CYIECTBYIOIINX
nanHbiX. Haxxmure kHonky "HavaTh 3ananue ummnopra'.
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Import Table Data

Choose the data import option below. Click here for more info on the
table.

Data will be saved in Terra-managed location: us us-centrall (lowa)

FILE IMPORT TEXT IMPORT

Select the TSV file containing your data:
Clear

| Drag or Click to select a tsv file

Selected File: manual_upload_metadata_240213_1.tsv

A\ Data with the type ‘quality_contror already exists in this workspace.
Uploading more data for the same type may overwrite some entries.

TSV file templates
& Download sample_template.tsv

4 Terra Support: Importing Data - Using a Template

[N Mll START IMPORT JOB

~
(

Upload selected data

d. ITocae 3aBCPUICHUSA UMITIOPTA BbI JOJIDKHBI YBUACTH HOBBIC 3alIMCHU, CO3JaHHBIC B
TaOJUIIEe JAaHHBIX IS TTOCIIEI0BATEILHOCTEH, KOTOPBIE Oy IyT UMIIOPTUPOBAHBI M3
BaseSpace.

Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees >

) WoRKsPACES

Data
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
o
[ © weomomma ] J| #eor ®orenwme B ovom Bsemnes | omomssecss = Aovavcepseanor a
TABLES © Ov  qualitycontrol_id 1®F basespace_collection_id @f  basespace_fetch_analysis.date % basespace_fetch_vers
l Search all tables n ‘ o D5480-LAM4update M3235-23-042 2024-01-30 Terra Utilities v1.3.4
2300109 (2) (o} =} D7320-L-1A_USA_CDC_pcl
B CDC_ATCC_Sequences (42) 6] ‘ = D7320-L-18.USACOC_pel
CDC_ATCC_Sequences st (22) 6] = D7320-L-2A.USACDCpcl
D7320-L-2B_USA_CDC_pel
lllumina_PE_v1-0-0 (25) ® ‘ = HUSALLDCpa
U o NVLV_QA-157 NVLV-MO5339-20230508
B analysis_pt_24 (30) 6]
u] NVLV_QA-158 NVLV-M05339-20230508
analysis_pt_24_set (3) 6]
[u] NVLV_QA-159 NVLV-MO5339-20230508
orange_miseq_specimen (20) o]
=] NVLV_QA-160 NVLV-MO5339-20230508
orange_miseq_specimen_set (1) e]
[u] NVLV_QA-161 NVLV-MO5339-20230508
B pni_training_sample (11) 6] < = ) B
pni_training_sample_set (1) [©] 1-540f54 [« [ < [>][»] items per page:

6. 3amycrtute pabounii mpouecc "BaseSpace Fetch PHB":
a. Ha Bxmagke "Paboune npoueccer" Haxkmute Ha "BaseSpace Fetch PHB".

OTtkpoetcs akpan "BaseSpace Fetch PHB".

Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees >
Workflows

{8 WORKSPACES

DASHBOARD

DATA

ANALYSES

WORKFLOWS

JOB HISTORY

WORKFLOWS

Find a Workflow

©

BaseSpace_Fetch

Vvl34
Source: Dockstore

SEARCH WORKFLOWS

BaseSpace_Fetch_PHB

V.v13.0
Source: Dockstore

V.v13.0

Source: Dockstore

Lyve_SET

V. kgl-lyveset-dev
Source: Dockstore

© ©

SortBy: | Alphabetical v

Lyve_SET_PHB

V.v13.0
Source: Dockstore

6}

MashTree_FASTA

V.v1.0.0
Source: Dockstore:

SRA_Fetch SRA_Fetch_PHB TheiaProk_lllumina_PE
0) 14,1 V.v13.0 ® V.VLZ.0 6}
Source: Dockstore Source: Dockstore Source: Dockstore
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BaseSpace Fetch PHB.

Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > workflows >
BaseSpace_Fetch_PHB

@) WORKSPACES

DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY

‘ Crtpannuna4l u3 67

€ Backto list
©® BaseSpace_Fetch_PHB

Source:g™" " " _health_bicinformatics/BaseSpace_Fetch_PHB:v1.3.0
Synopsis. v0.2.0

No docur
O Runw V1.00 by file paths
@ Runw :d by data table
V101
Step Step2
V110
Sele Imiseq_spe.. v No data selected
V120
B Use c: intermediate outputs se reference disks etry with more memory ignore empty outputs
u 121 d 0O  [Duseref disks @ OR h o O L]
vi3.0 v il

Download json | Drag or click to upload json | Clear inputs | SEARCH INPUTS

Hide optional inputs

B paznene "Illar 1" naxkmute Ha packpsiBarolieecs MeHIO "BbiOpath THII
KOPHEBOM CYIIHOCTU" M BBIOEPUTE TAOIUIlY JaHHBIX, B KOTOPYIO BBI 3arpy3UiIn
(marwm 4-5) daiin tsv, cogepxaimuii MEeTalaHHbIe sl POTOHA, MOAIEKAIIETO
umnopty u3 BaseSpace.

Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > workflows >

— I @ WORKSPACES BaseSpace_Fetch_PHB

DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY

€ Backtolist

® BaseSpace_Fetch_PHB

Source: -_health_|

:_Fetch_PHBV1.3.0
Synopsis:

No documentation provided

O Run workflow with inputs defined by file paths

@ Run workflow(s) with inputs defined by data table

Step1

Select root entity type: | quality_control M

Use call caching @

Step 2

EENZe LINA  No data selected

its @  [JUsereferencedisks @ [ Retry with more memory @ [0 Ignore empty outputs @

- ===

[ pni_training_sample_s
et

SCRIPT pnusa_Im_cj_certificat  WUTPUTS

ion

—

Hide optional inputs

Download json | Drag or click to upload json | Clear inputs | SEARCH INPUTS

pnusa_im._cj_certificat

ion_set
Task name § able Type Attribute
quality_control v
basespace_fetch ss_token String [ workspace.access_token il[ )
quality_control_set 2
basespace_fetch [ _api_server String [ worksp i_server B

B paznene "lllar 2" naxkxmute "BpiOparh qanHbie" (CKpUHIIOT BBILIE). DTO
MIPUBEJIET BaC K 9KpaHy BbIOOpa 00OpasIoB.

YcranoBute Qiaxku psaoM ¢ odpasamu, KOTopble OyayT UMIIOPTUPOBAHBI U3
BaseSpace, u naxxmute "OK". B pe3ynbTare Bbl BEpHETECH HA dKpaH
"BaseSpace Fetch PHB".
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Select Data

® Choose specific quality_controls to process
O Choose existing sets of quality_contrels

Select quality_controls to process £ SETTINGS 5 rows selected = ADVANCEDSEARCH | Search

O~  qualitycontrolid 1@F| assembly.fasta @F  basespace_collection.id @F  basespace.tetch_analysis.date (D  basespace_fetch_versi
= TS EUT Ut FOPE PN e VRV - -

=] D7320-L-2B_USA_CDC_pel D7320-L-25_USA_CDC_pdl contigsfasta ‘

NVLV_.QA-157 NVLV-M05339-20230508

NVLV_QA-158 NVLV-MO5339-20230508 ‘

NVLV_QA-153 NVLV-M0S5339-20230508

NVLV_QA-160 NVLV-M05339.20230508 ‘

NVLY_QA-161 NVLV-M05339-20230508 n

1-550rs4 [« | [<| Il 2] | nemsperpage: [100 v]

Selected quality_controls will be saved as a new quality_control_set named:

BaseSpace_Fetch_PHB_2024-02-13T17-17-55

-

f. Cuumure dpnaxok " Use call caching ".

No documentation provided

O Run workflow with inputs defined by file paths
© Run workflows) with inputs defined by data table

Step 1 Step 2

Select data table: | quality_control ~ @ 5 selected quality_controls {will create a new quality_control_set named "BaseSpace_Fetch_PHB_2024-05-23T17-14-14")
[ Use call caching @ _Jl Delete intermediate outputs @ [ Use reference disks @ [ Retry with more memory @ [ Ignore empty outputs @
SCRIPT oe INPUTS oe QUTPUTS oe

Hide optional inputs Download json | Drag or click

Task name | Variable Type Input value

g. Ha Bkunanke "Inputs" onpenenure cienyromue nepeMeHHsie B ose "Attribute":
MINPUMEYAHMUE: [Ipu 3anonnenuu cmonoya "Ampubym" wenuox enympu
AYelKU 8bl308em 8blNadarowee MeHio ampubdymos, KOmopbule 8bl MOdiceme
8b1Opams, ymoobwl U3beHcams Oneyamox

i. access_token: "workspace.access_token".

il. api_server: "workspace.api_server".

iii. basespace collection_id: "this.basespace collection id".

iv. basepace sample name: "this.basespace sample name".

v. sample name: "this.datatablename_id", nanpumep,
"this.quality control id".

vi. basespace sample id: "this.basespace sample id".
INPUMEYAHHUE: reobxo0umo 3anoruams moabko 6 mom ciyyae, eciu
cooepoicumoe noneu "Sample Name" u "Sample ID" omauuaemcs 6
maobauye ob6pazyoe nNpo2oHA Ul 8bl UMNOpMUpyeme OaHHble U3 NPO2oHA
NextSeq.
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SCRIPT . weuTs e outRUTs e caNCEL
Hide optional inputs Download json | Drag or click to upload json | Clear inputs | SEARCH INPUTS

Task name | Variable Type Attribute

basespace_fetch access_token string ‘ ‘workspace access_token B

basespace_feteh api_server string [ workspace apl_server e

basespace_fetch basespace_collection_id String ‘ this basespace_collection_id j‘ )

basespace_fetch basespace_sample_name string [ thisbasespace_sample_name {‘ Ry

basespace._fetch sample_name String ‘ thisquality_controL_id {—‘ }

basespace_fetch basespace_sample_id string || thisasespace sample i e

fetch_bs cpur Int ‘ Optional f"\

fetch_bs disk_size int ‘ Optional {‘J
[ A

h. Ha Bxiaake "Boixoauble ganubie’ Haxxmure "Mcrons308aTh 3HAYEHUS 110
yMoa4yaHuo", 3areM Haxkmute "CoxpaHuTs'", a 3aTeM "3anmyCTUTh aHaIu3'".
HNPUMEYAHMUE: Knonka "Coxpanums" 6uona monvko 6 mom ciyyae, eciu
napamempui (Kpome u0eHmu@uKamopos 0opa3yos) U3MeHUIUCL N0 CPABHEHUIO C
npeovidyuum 3aoanuem. Knonka "3anycmume ananuz” cmanosumcsi gvloenenHoll
nocie coXpaHeuusi Napamempos.

SCRIPT .. INPUTS .. OUTPUTS .. 1

Output files will be saved to

[ Files / submission unique ID / basespace_fetch / workflow unique ID

References to outputs will be written to

Tables / quality_control

Fillin the attributes below to add or update columns in your data table CANCEL m

Download json | Drag or click to upload json | Clear outputs | SEARCH OUTPUTS

Task name 4 Variable Type Attribute | Use defaults  <———
basespace_fetch basespace_fetch_analysis_date string [ this.basespace_fetch_analysis_date %‘( }
basespace_fetch basespace_fetch_version string [ this.basespace_fetch_version 5‘( }
basespace_fetch readl File [ thisreadl %‘( }
basespace_fetch read2 File [ thisread2 %‘t }

i.  Bo BcrumeiBaromem okHe "IloaTBep:kieHue 3amycka’ ONUIINTE 3a/1aHue
(HEoOs3aTENBHO) U HAXMUTE "3aIyCTUTR".

Confirm launch
QOutput files will be saved as workspace datain:

us us-centrall (lowa) ﬂ

Running workflows will generate cloud charges.ﬂ
How much does my workflow cost? =
Set up budget alert

Describe your submission (optional):

Migeg run M3235-23-042 from BaseSQacg

This will launch 20 analyses.

j.  Ortkpoercs Bkiaaka "Vicropus 3amanuii, Tie cTaTyc OTIPABICHHBIX 3aIaHUI
M3HAYAIBHO J0JKEH ObITh "B oduepenn".
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WORKSPACES Workspaces > theiagen_pni/TheiaProk_PN|_Training_ETrees »

Job History

DASHBOARD DATA ANALYSES WORKFLOWS 308 HISTORY

€ Job History *» Submission 497ec4b7-28b0-47d6-9140-903cd92305¢ch

‘Workflow Statuses Workflow Configuration Submitted by Total Run Cost
theiagen_pni/Basespace_Fetch_PHB eljatrees@thelagen.cloud N/A

@ submited: 5 Feb 13,2024, 12:25 PM
Data Entity Submission ID Call Caching
BaseSpace_Fetch_PHB_2024-02-13T17-17-55 497ecsb7-28b0-47d6-9140-903cd92305ch [ Ensbled

quality_control_set

Comment # Delete Intermediate Outputs Use Reference Disks Retry with More Memory

NVLY MiSEq Basespace run. Sample_na..  Disabled Disabled Disabled
WORKFLOWS INPUTS OUTPUTS.

Search workflows l Completion status ~ Download TSV

Data Entity | Last Changed Status Bun Cost Messages | Workflow ID
NVLY_QA-157 (quality_contral) Feb 13,2024, 12:25 PM (© Queued N/A

NVLV_QA-158 (quality_contral) Feb 13,2024, 12:25 PM ® Queued NiA

NVLV_QA-159 (quality_control) Feb 13,2024, 12:25 PM (@ Queued N/A

NVLV_QA-160 (quality_contral) Feb 13,2024, 12:25 PM (© Queued N/A

MLy OAc16] (guality control) Esb 13,2026, Dl () Qususd W

[Tocne 3aBepiienus 3aaanus cratyc oyzaer "Ycnemno" nim "Beimonneno. Ha
BKyazke "JlanHbpie" Terneph JOKHBI 0TOOpakaThes nMeHa (daitioB FASTQ B
cronbuax "Readl" u "Read2", a Tak:xe nHpopMaIus B CTOIOIMAaxX
"basespace=fetch=analysis=date" u "basespace=fetch=version".

DASHBOARD

DATA ANALYSES WORKFLOWS OB HISTORY

€ 3ob History > Submission 497ec4b7-28b0-47d6-9140-903¢d92305¢ch

Workflow Statuses
W/ Succeeded: 5

Workflow Configuration

Submitted by Total Run Cost
theiagen_pni/Basespace_Fetch_PHB

cijatrees@theiagencioud N/A
Feb 13,2024, 12:25 PM

Data Entity

Submission ID Call Caching
BaseSpace_Fetch_PHB_2024-02-13T17-17-55 1 osch [ Enabled
quality_control_set

Comment # Delete Intermediate Outputs Use Reference Disks Retry with More Memory

NVLV MiSEq Basespace run. Sample_na..  Disabled Disabled Disabled

WORKFLOWS  INPUTS  OUTPUTS

Search workfiows ] Completion status v | Download Tsv

Data Entity 1 Last Changed Status Run Cost Messages | Workflow ID Links

NVLV_QA-157 (quality_control) Feb 13,2024, 12:30 PM o/ Succeeded N/A 6154609d-c6dc-4d1d-alc8-5286b71303.. [)

NVLV_QA-158 (quality_control) Feb 13,2024, 12:29 PM / Succeeded N/A d3535af4-758a-490d-9be9-16696457f300 [ =

NVLV_QA-159 (quality_control) Feb13,2024,1220PM | o Succesded | nja 1e135162-5182-4978-9177-0ccbaces0472 [ | I

NVLV_QA-160 (quality_control) Feb 13,2024,12:29 PM / Succeeded N/A 561f71f-6ada-455c-8820-816fb54b4094 [ =

NVLV_QA-161 (quality_control) Feb 13,2024,12:29 PM o/ Succeeded N/A 3be0fdce-a2e3-4302-af5a-01187ac5eb07 [

B & ® B B
LV VAR VAR A
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'WORKSPACES

Workspaces » theiagen_pni/TheiaProk PN

Data

DASHBOARD. DATA ANALYSES WORKFLOWS ~ JOB HISTORY
o nme e 29 ® ‘ 7 eon X openwn. B evom & sermncs | oromssdeces B
B snalysis pt24 (30) @ O  quality_control_id 1®: esample_name read1 @ readz

o e R T s oo -
B analysis_pt_24_set (3) @

a DE480-LRMaupdate 13235-23-042 D5480-L pMAupdate R1fastq gz DS650:1 RMAupdate R2.facl0.02
® oangemises- @3 O g [u] D7320-L-1A_USA_CDC_pel D7320:L-14-M3235-21-007_S12_L001_R1 OOLfast.. | D7320-L-1A-M3235:21:007 512 L0OL.
8 ermemisaze- MO | [u] D7320-L-1B_USA_CDC_pcl 7320.L18:M323521.007 513 1001 R1 001.fast 7520118 M3235°21.007 513 Lo
@ e 000 0 g 2a usa coc s D520 2nvszs 21007 16 1001 ) coLt. | DTSZeLaamMIiE2Losr sie ool .
8 pnitmining sam- (1) @ i [m] D7320-L-28_USA_COC_pcl D7320-1-28M3235-21.007 §15 1001 R1 001 fast D7320.1-28M 21 15 1001
@ im0 0 |Gy gaser MY 0157 Rz My 4157 2 fesaas
© prusamcicer 29 @ || NVLV_Qa-158 NVLV Qn-158 R fas NVLV QA 158 R2 faste.gz
B8 quaity_control (=41 JLC) I a NVLV_QA-159 NVLY 0A-159 R1fasia.gz NVLV OA-159 D2 fasta.gz
B qualitycontol. 122 @ || NVLV_QA-160 NVLV_OA'160_R1.fastegz NVLV QA-160_R2 fastq.gz
REFERENCE DATA ~ o NVLV_QA-161 NVLY QA-161 R1fasta.gz NVLY_ 0A-161 R2fastq |

No references have been
acl

Add

1-540f54 |« [ <|

Bl (> »  itemsperpage: [100_~]

= [ WORKSPACES

Workepaces » theiagen_pnTheiaProk_PNI_Training ETrees »

Data
DASHEOARD DATA ANALYSES WORKFLOWS  JOB HISTORY
B lumine_PEN1-, (25) B A Tom M opeNwiTH. [ FXPORT  fF SETTINGS 0 rows selected ADVANCFDSFARCH | Searcn
© arabsispr2s 300 O | O~ | qualitycentrolid basespace._fetoh s dat: ba: fatch_varsion basespace_sample_name
snalysis_pr_zaset (3] & |
[o | esmoiouipans 20240130 Tera Utnes 1 34 DSeRnMI235-23-042 !
@ orange_miseqs.. (20} @ .
o D7320-L-1A4_USA_COC_pel I
B erange_miscq sp. (1) & |
u] D7320-L-1AUSA_COC_pel 1
B pnitraining_se.. (11} & | o o . !
~2A_USA_CDC_pal !
B pnitraining_sam... (1) & o 732028 UsA_G0X ped |
— (g8) @
B prusaimsicer (56) & [u] MLV 157 20240213 BHBV13D Qa157 1
B prusam.cjcer— (29) (& u] NVLY_QA-156 2024.0213 PHBV130 QA-158 '
B quallty contrel (54) & I u] MY Q158 20240213 FHEV130 Qa159 1
B qualitycentrol.. (12} & | (] MYLY_ Q4160 2024-02-13 PHE V130 QA-160 1
|
REFERENCE DATA - u] MVLY_DA-161 2024.00-13 PHEW1LZD Qa8

NG raterences have been
added.
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IMpuaoxenne PNIDO01-2: 3arpyska nannbix u3 NCBI SRA

1. TloaroToBnTe dhaiia MeTaTaHHBIX tSV:
a. Baenute nuMs TaONUIBI JAHHBIX (HOBOW WIIM CYIIECTBYIOMIEH) B siueiiky Al
Mexay "entity:" u "id".
b. Baenute naeHTH(HUKATOPHI 0OPA3IOB B CTONOEI] A TaK, KaK BbI XOTUTE, YTOOBI
OHM OTOOpaKaJIUCh B TaOJIMIIEC TaHHBIX Terra.
C. sra_accession: BBeAHTE HOMepa mpucoennHeHus SRA st mocienqoBaTenbHOCTEH,
KOTOpBIE Oy Iy T 3arpykeHbl u3 SRA.

AutoSave B Qv 3 manual_uplead_metadata ~

File Home Insert Pagelayout Formulas Data Review View

ﬁj & cut Calibri vA" A= EE £
Paste [BCOPY v T A ===
“ QFurmalPainter 2 Y Oo|Ee &v_v =E=EE|=
Clipboard & Font & Al
=X Jilx v &
\
A A \ B | ¢ | b E
1 _|entity:analysis_pt_24_id sra_accession
2 |PNUSAS072225 SRR8878889
3_ PNUSAS070021 SRR8786860
4 |PNUSASQ70585 SRR8756231
5_ PNUSAS177018 SRR12885281
6 |PNUSAS176867 SRR12884674
7_ PNUSAS188944 SRR13438657
8 |2020K-1237 SRR13132213
9_ PNUSAS188279 SRR13387034
10 [2020K-0301 SRR12712421
11 |
10

d. Coxpanure (aiin B popmare tsv: BeiOepure "Coxpanuthb kak" u "Tekcr (c
pasznenutenem TaOymsaiun) (*.txt)". Yoenurech, uto ums daiiaa umeeT
okoH4aHue ".tsv".

2. Ha Bkmanke "/lanubie" Haxxmute "MIMriopT nanubix" 1 BeiOepute "3arpy3uts tsv' u3

BBIIIAAA0IICTO MCHIO.

— ~ Workspaces » theiagen_pnif/TheiaProk_PNLTraining_ETrees 3
— @ workspaces B
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
[ © IMPORT DATA ] # EDIT X OPENWITH.. [3+ EXPORT £t SETTINGS 0 rows selected = ADVANCED SEARCH Search |
o o« analysis_.. 107 ©F read1 @6 read2 @} sra_accession
Open data uploader
o SRREG43BE1 SRRB643861_1fastq a2 SRRB643861_2 fastq.qz SPREE43S61
s rerrence s

2300109 (2)

B CDC_ATCC_Sequences (42)

B COC_ATCC Sequences_set (22)

lumina_PE_v1-0-0 (25)

B analysis_pt_24 (1)

B orange_miseq_specimen (20}

@ @ 0 @ 0 v @

orange_miseq_specimen_set (1)

3. Bo BcrumeiBaromem okHe "MMnopt ganHbIX Tabnuisl" Ha BKiIaake "Mmmnopt daiiinos"”
IIEJIKHUTE B IIEHTPE, YTOOBI BEIOPATH (paili tsv.
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Import Table Data

table.

FILE IMPORT TEXT IMPORT

Choose the data import option below. Click here for more info on the

Data will be saved in Terra-managed location: us us-centrall (lowa)

Select the JSY file containing your data:

@r Click to select a @

Selected File: None

TSV file templates

& Download sample_template.tsv

[ Terra Support: Importing Data - Using a Template

CANCEL

4. TlepenauTe B MECTO, T/Ie COXpaHEH (aill METalaHHbBIX tsV, BRIOEpUTE (haiiil i HAOKMHTE

n "

OTtkpsITB".

E Open £

-« v 4 [ « backup > Terra > PT2024 > Analysis PT ~ Q) Search Analysis PT »

Organize = MNew falder E- 1 @

A Nome - Status Date mo @ Proof Central - Land... B Google Tra
3 Quick access. —
B Deskiop + o manual_upload_metadata_smm_240206 @ 2/6/2024)
& Downloads *
[ OneDrive - €DC *
FS 10002635 (R) » . Click here for more info on the
# NCEZID DFWED EDLB PulseNet Data * location: us us-centrall (lowa)
1 assemblies +
[&=] Pictures *
1 2023-2024-AMD-R9-Plasmid-and-virulence-praje # ata:
o spades-2023-10-19 E 4
L skesa-2023-10-30 +
BRFTIES I >
File name: |manual_upload_metadata_sm_240206 V| |AII Files ~
=

& Download sample_templatetsv

& Terra Support: Importing Data - Using a Template

CANCEL

5. Bo BcrmbiBaromeM okHe "MIMITOPT TaHHBIX TaOIHUITBI" TTOSIBUTCS MTPEAYTIPEKICHUE O TOM,
YTO JAHHBIC y)Ke CyH_IeCTBYIOT B I[aHHOﬁ T3.6JII/II_IG JAHHBIX (GCJII/I I/IMHOpT BBITIOJIHSCTCA B
CYIIIECTBYIOIIYIO TaOJIHUITy IAHHBIX) U 3arpy3Ka B HEE IOMOJHUTEIbHBIX TaHHBIX MOXKET
IIPUBECTH K MEPE3aNNCHU CYLIECTBYIOIMX JaHHBIX. HaxkmuTe kHonKy "Hauate 3aanue

umnopra'.
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Import Table Data

Choose the data import option below. Click here for more info on the
table.

Data will be saved in Terra-managed location: us us-centrall (lowa)

FILEIMPORT  TEXT IMPORT

Select the JRV file containing your data:
Clear

| Drag or Click to select a tsv file

Selected File: manual_upload_metadata_srr_240206.tsv

A Data with the type ‘analysis._pt_24' lready exists in this workspace.
Uploading more data for the same type may overwrite some entries.

TSV file templates
£ Download sample_template.tsv

@' Terra Support: Importing Data - Using a Template

[\l START IMPORT JOB

( o~

Upload selected data

6. Ilocne 3aBCPUICHUSA UMITIOPTA BbI JOJDKHBI YBUACTH HOBBIC 3aIIUCHU, CO3JaHHBIC B T3.6JII/II_I€
JTAHHBIX TS TIOCTIEIOBATEIBHOCTEH, KOTOphIe OymyT 3arpyxeHbl n3 NCBI, BmecTe ¢ ux
HoMepamu poctyna SRA.

Workspaces > theiagen_pni/TheiaProk_PNLTraining ETrees >

= @ WORKSPACES  pata

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
-
[ © IMPORT DATA ] # EDIT X OPENWITH.. [ EXPORT % SETTINGS | 0 rows selected = ADVANCED SEARCH (o}
TABLES & O+  analysis.. 1O} OF readl @ read2 @i sra_accession ®
[m] 2020K-0901 SRR12712421
Search all tables n
[m] 2020K-1237 SRR13132213
2300109 (2) 0]
[m} PNUSAS0700.. SRR8786860
B CDC_ATCC_Sequences (42) ® =
PNUSASO705.. SRR8756231
B CDC_ATCC Sequences st (22) ® o ONUSASO722 as cRRos78880
B lllumina_PE_v1-0-0 (25; 6]
25) = 0O PNUSAS1768... SRR12884674
o
B analysis_pt.24 (10) @ I [m} PNUSAS1770... SRR12885281
B orange_miseq_specimen (20) O] o PNUSAS18828 SRR13387034
B orange_miseq_specimen_set (1) O] o PNUSAS1889.. SRR13438657

7. Ha Brianke "Paboure nmporeccer" HaxxmuTe Ha pabounit mpouecc "SRA Fetch PHB".
Otkpoercs 3xkpan "SRA_Fetch PHB".

Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees >

= @ worksPACEs Workflows

DASHBOARD DATA ANALYSES 'WORKFLOWS JOB HISTORY

WORKFLOWS [ SEARCH WORKFLOWS ] Sort By: lA\phabeucaJ v I

Find a Workflow BaseSpace_Fetch BaseSpace_Fetch_PHB KSNP3

o go‘alrge[' Dockstore ® go&c%e'ouocksmre ® \sjeﬁczeo Dockstore ®
Lyve_SET Lyve_SET_PHB MashTree_FASTA SRA_Fetch

Sotree Deckaiate O || s bockstore O || &l bockstore © || solreépockstore ®

TheiaProk_lllumina_PE

V.v13.0
Source: Dockstore ®

8. B packpsiBatomemcs MeHio "Bepcus" BeiOepute nocneaaior Bepcuio SRA Fetch PHB.
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Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > workflows >

SRA_Fetch_PHB

= @) worksPACEs

DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY

€ Back to list

® SRA_Fetch_PHB

Version:

Sourceig™ " health_bioinformatics/SRA_Fetch_PHB:v1.3.0
Synopsis v0.2.0
No docul
O Runw V10O by file paths.
® Runw :d by data table
101
Step Step2
V110
Sele Lpt_24 v SNl N 7 No data selected
v120
2 Useci intermediate outputs Use reference disks Retry with more memory Ignore empty outputs
a V121 e O e O e O o
v13.0 v E

Hide optional inputs

Download json | Drag or click to upload json | Clear inputs | SEARCH INPUTS

9. B paszgmene "llar 1" HaxxmuTe Ha packpsiBarolieecs MeHIO "BbiOpaTh THII KOpHEBOM
CyImHOCTH" ¥ BBIOEpUTE TAOIUIlY JaHHBIX, B KOTOPYIO BBl UMIIOPTHPOBAIH (11aru 1-6)
¢aiin tsv ¢ Homepamu BetyruieHuit SRA mis 00pasioB, KOTopble HEOOXO0IUMO 3arpy3UTh
3 SRA.

= @ workspacts

Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > workflows >

SRA_Fetch_PHB

DASHBOARD DATA ANALYSES 'WORKFLOWS JOB HISTORY

€ Backtolist
[® SRA_Fetch_PHB

Source: github.com/thei: blic_health_bioi Fetch_PHB:v13.0

Synopsis:

No documentation provided

O Run workflow with inputs defined by file paths

® Run workflow(s) with inputs defined by data table

Step 1 Step2
Select root entity type: BECETl o dsta selected
Use call caching @ [ TABLES Tits @ [JUse reference disks @ [ Retry with more memory @ [ Ignore empty outputs @
2300109
. ! .
—"

. . " analysis_pt_24 v
Hide optional inputs

Download json | Drag or click to upload json | Clear inputs | SEARCH INPUTS

analysis_pt_24_set

Task name } ble Type Attribute
CDC_ATCC_Sequence

fetch_sra_to_fastq s sccession String l thissra_accession ] =)
CDC_ATCC_Sequence ¥

fetch_sra_to_fastq cpus Int l Optional ‘ -}

10. B pa3gene "llar 2" naxmure "Boiopats qanabie” (CKpHHIIOT BhIe). OTKpoeTcs 3KpaH
BBIOOpa 00pasIoB.

11. YcranoBute hraxxku psiioM ¢ obpasuamu, Kotopsle OynyT 3arpyskensl u3 NCBI, u
Haxxmute "OK". B pesynbrare Bol BepHeTech Ha 9kpaH "SRA Fetch PHB".
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@ Choose specific analysis_pt_24s to process

Select analysis_pt_24s to process £ SETTINGS 9 rows selected = ADVANCED SEARCH Search I:l

O~ analysis_.. $ O ata @ fastq_dl_version ®F | read1 @ read2 @F | sra_accession ®
PNUSAS0700. SRR8786860 ©
PNUSASO705. SRR8756231

PNUSAS0722. SRR8878889

PNUSAS1768. SRR12884674

PNUSAS1770. SRR12885281

PNUSAS1882 SRR13387034

PNUSAS1889. <DD12432RA57 M

‘ 3

1-100t10 [« (<] [ [>][»] ntemsperpage: 100 ]

Selected analysis_pt_24s will be saved as a new analysis_pt_24_set named:

SRA_Fetch_PHB_2024-02-06T17-51-13

CANCEL m

12. Caumute daaxok "Use call caching".

TN WOrkTTow wWith INpuUts detined Dy 118 paths

® Run workflow(s) with inputs defined by data table

Step 1 Step 2

Select data table: | analysis_pt_24 v Salect Data 9 selected analysis_pt_24s (will create a new analysis_pt_24_set named "SRA_Fetch_PHB_2024-05-2
[ Use call caching @ ] Delete intermediate outputs @ [ Use reference disks @ [ Retry with more memory @ [ 1gnare empty outputs @

SCRIPT .o INPUTS .. OUTPUTS .o :]

'

13. Ha Bximanke "Inputs" onpenenute nepemMeHHyro "sra_accession" B mose "Attribute":
"this.sra_accession".

Stepl

Select root entity type: | analysis_pt 24 v

Use call caching 0 [ Delete intermediate outputs 0 [ Use reference disks 0 [ Retry with more memory 0 [ ignore empty outputs 0

SCRIPT v INPUTS " OUTPUTS . RUN ANALYSIS
Hidz optional inputs Download json | Drag or click to upload jsen | Clearinputs  SEARCH IN2UTS

Step2

RSO VAP 9 selected analys's_ot_24s will create a new analysis_pt_24_set named "SRA_Fetch_PHB_2024-02-06T17-51-13")

Taskname | Variable Type Attribute
‘ fetch_srz_to_fastq sra_accessicn String l thissra_accession ](...) ‘
fetch srz_to_fastq cpus Int i Opticnal ](...) ‘
‘ feteh_sre_to_fastq disk_size Int l Opticnal ]{...} ‘

14. Ha Bxitaznke "Boixoanble qanubie" Haxmute "Mcnoap30BaTh 3HAYEHUS IO YMOTYaHUIO",
3areM Haxxmute "Coxpanuts", a 3ateM "3anyctuts aHanus". IPUMEYAHMUE: Kuonka
"Coxparnumsv" 6uoHa monvko 6 mom ciyuae, eciu napamempuwl (Kpome
UdeHmupuKamopos o6pa3y0s) U3MEHUIUCL NO CPABHEHUIO ¢ NPeOdblOYWell OMNPAGKOU
3A0aHUAL.
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Step 1 ‘ Step2

Select root entity type: | analysis_pt_24 v

Use call caching @ [ Delete puts @ Ouse

SCRIPT . INPUTS . OUTPUTS

——
Output files will be saved to

[ Files / submission unique ID / fetch_sra_to_fastq / workflow unique ID

O  [Oretrywith morememory @ [lignore empty outputs @

. RUN ANALYSIS'

SN lo NI 9 selected analysis_pt_24s (will create a new analysis_pt_24_set named "SRA_Fetch_PHB_2024-02-06T17-51-13")

References to outputs will be written to
Tables / analysis_pt_24

Fill in the attributes below to add or update columns in your data table

Task name 1 Varlable

fetch_sra_to_fastq fastq_dl_date
fetch_sra_to_fastq fastq_dl_docker

fetch_sra_to_fastq fastq_dl_fastq_metadata

Download json | Drag or click to upload json | Clear outputs | SEARCH OUTPUTS

Type

String | this fastq_dl_date

String | this fastq_dl_docker

File | this fastq_dl_fastq_metadata

15. Bo BcrumbiBatomeM okHe "IloaTBepskaeHue 3amycka" onummTe 3a1anue (Heo0s3aTebHO)

U HaXXMHUTE "3anmycTuTh".

Confirm launch
Output files will be saved as workspace data in:

us us-centrall (lowa) G

Running workflows will generate cloud charges. 6
How much does my workflow cost? @
Set up budget alert &

Describe your submission {optional):

Analysis PT candidate set 1 (Newport)l

This will launch 9 analyses.

CANCEL LAUNCH

16. Otkpoercs Bkiaaka "Victopus 3aganuii", Tie cTaTyc 3aaHuii H3HAYAIBHO TOJKEH OBITh

"B ouepenn".

WORKSPACES Job Histo
DASHBOARD DATA ANALYSES 'WORKFLOWS JOB HISTORY
€ Job History > 86b637b7-edfb-4fbe-8b9: 237733fadc

Workflow Statuses
@ submittea: 9

Workflow Configuration
theiagen_pni/SRA_Fetch_PHB

Data Entity

SRA_Fetch_PHB_2024-02-06T17-51-13
analysis_pt_24_set

Comment /'
Analysis PT candidate set 1 (Newport)

Delete Intermediate Outputs
Disabled

Submitted by
eijatrees@theiagen.cloud
Feb 6,2024,12:56 PM

Submission ID
86b637b7-edfb-4fbe-8b9e-d5237733fadc [

Use Reference Disks

Total Run Cost
N/A

Call Caching
Enabled

Retry with More Memory

Disabled Disabled I
WORKFLOWS  INPUTS ~ OUTPUTS

Search workflows ] Completion status v l Download TSV

Data Entity Last Changed Status Run Cost Messages | Workflow ID Links

2020K-0901 (analysis_pt_24) Feb 6,2024, 12:56 PM @ Queued N/A n
2020K-1237 (analysis_pt_24) Feb 6,2024,12:56 PM © Queued N/A

PNUSAS070021 (analysis_pt_24) Feb 6,2024, 12:56 PM @© Queued N/A

cau temateie oo oo cat e nnns smies s D Ouened s =

17. Tlocne 3aBepieHus: paboThl cratyc craneT "Beimonneno". Ha Bkianke "JlanHbie" B
cronbrax "Readl" u "Read2" teneps qomxHbI oToOpaxaThess nMeHa (daitnoB FASTQ.
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Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees >

E @ WORKSPACES Job History

DASHBOARD DATA ANALYSES WORKFLOWS  JOB HISTORY
Search ]
Submission (click for details) Data entity o Status Submitted 1| puPTiSsion Comment Actions
SRA_Fetch_PHB D 86b637b7-¢db- ) 2
et bl o — SRALFetch PHB2024-0.. | 9 +/ Done Febo, 20z sedhoe Analysis PT candidate set .. ® r}
d7a05e8e-100b-
BaseSpace_Fetch_PHB SRA_Fetch_PHB_2024-02-06T17-51-13  Done Feb2,2026 977-26b5- test on OC miseq run whe.. ®
by curtl 315PM 4desBafaasaa
(analysis_pt_24_set)
—_ Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees >
= @ worksPACES  pata
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
|
[ © IMPORT DATA ] [ 4 EDT % OPENWITH. [ EXPORT g SETTINGS 0 rows selected = ADVANCED SEARCH Q
TABLES . Ov  analysispt24.. 1QF  OF readl @ read2 ®%  sra_accession
/o 2020K-0901 SRR12712421 1fastqz SRRI12712421 2.fastq0z SRR12712421 4
[ Search all tables n M
O 2020K-1237 SRR13132213 1fastq.z SRR13132213 2fastqaz SRR13132213
B 2300109 (2) ® ‘ a PNUSAS068804 SRR8643861 1 fastq.oz SRR8643861_2.fastq.gz SRR8643861
B CDC_ATCC_Sequences (42) ® o PNUSAS070021 SRRE786860_1.fastq,0z SRRB786860_2.fastq,gz SRRE786860
B CDC_ATCC_Sequences. set (22) ® ‘ O PNUSAS070585 SRRE756231 1.fastq,gz SRRB756231 2 fastq oz SRRB756231
B llumina_PEV1-00 (25) o U o PNUSAS072225 SRRE878889_1.fastq,0z SRRE878889_2.fastq,gz SRRB878889
@ analysis_pt_24 (10) ® l o PNUSAS176867 SRR12884674 1.fastq,0z SRR12884674 2.fa5tq.02 SRR12884674
& analysis_pt_26_set (1) ® O PNUSAS177018 SRR12885261 1.fastq0z SRR12885281 2.fastq.az SRR12885281
@ orange_miseq_specimen (20) 6} ] PNUSAS188279 s a9z 38 az SRR13387034
. PNUSAS188944 SRR13438657_1.fastq SRR13438657_2.fastq SRR13438657 B
& orange_miseq_specimen_set (1) ® o o ) 9
< 1
@ pni.training_sample (11) © 1-100t10 [«] [<| [ [>][»] temsperpage:
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Ipuaoxenue PNID01-3: HacTpoiika npeacraBiaenus Tadauiubl aanubix 1ist PulseNet
metpuku KK

HNPUMEYAHMUE: 5my nacmpouxy MOAHCHO 8bINOIHUMb MOILKO NOC/IE MO20, KAK 8bl 0OUH
pas 3anycmunu pabouuti npoyecc TheiaProk.
1. Ha Bknanke "/lanHble" BpIOEpUTE HHTEPECYIONIYIO BaC TAOJIHUILy JAHHBIX, HAITPUMEP
"CDC_ATCC Sequences", 3atrem BeiOepute "HacTporiku".
2. B pa3zgene "BpiOparh cTonOIBI" HEOOXOAMMO OTMETUTH cieaytomue MmeTpuku KK:
Ani_highest percent
Ani_top_species_match
Assembly length
Combined mean_q clean
Combined mean q raw
Combined mean_readlength clean
Combined mean readlength raw
Est coverage clean
Est coverage raw
Gambit_predicted taxon
Midas_secondary genus
Midas_secondary genus abundance
. N50 value
Number contigs
Raw read screen
Seqsero2 predicted contamination

TOBEBTATIIER MO A0 O

Select columns

Show: all | none Sort: alphabetical

= [J agrvate_summary w SAVE THIS COLUMN SELECTION

# ] agrvate_version

win [ combined_mean_q_clean Your saved column selections:

wo [ combined_mean_g_raw pulsenet_genotyping ()

combined_mean_readlength_clean qc_metrics ()

combined_mean_readlength_raw

mii [C] meningotype_BAST

w1 ] meningotype_FetA

wi [] meningotype_NHBA

min ] meningotype_NadA

=[] meningotype_PorA

—

o [




MEXAYHAPOJHAS CTAHOIAPTHASA OIIEPAIIMOHHASA ITPOLEAYPA PULSENET JIUISA AHAJIN3A
JAHHBIX ILLUMINA SHORT READ WGS C HCITOJIB30BAHUEM IIVIAT®OPMBbI TERRA.BIO

Jox. Ne PNIDO01 Bep. Ne 01 JlaTa BCcTynieHus B CHITY: ‘ Crpanunas4 u3 67

3. Haxwmurte "Save this column selection", BerzoBuTe BEIOOp cTOJIONOB "qc metrics" u
HaxkmuTe "Save", a 3arem Haxkmute "Done".
MINPUMEYAHUE: Eciu 6vl 0obasnsieme unu yoansieme cmoadyvl u3 Cyuecmsyrouieco
8vib0opa cmonboyos, Haxcmume "Coxpanums smom evlO0p cmonoyos”, evloepume ums u3

svinaoarouieco merio u Haxcmume "Oonosums”.

Co3oanue H06020 8v160pa cmonoy06

Select columns

Show: all | none

Sort: alphabetical

~ Save this column selection

Column selection name

[ qgc_metrics

This column selection will be shared
with all users of this workspace.

SAVE

o
|

Save this colurmn selection

H3menenue cywjecmeyrouieco vloopa cmonoyoe

Select columns

Select columns

Show: all | none
O agrvate_docker

w [ agrvate_results.
O agrvate_summary
O agrvate_version
combined_mean_q_clean
combined_mean_qg_raw
combined_mean_readlength_clean
combined_mean_readlength_raw
[0 meningotype_BAST

w ] meningotype_FetA
(O meningotype_NHBA
[0 meningotype_NadA

O meningotype_PorA

Sort: alphabetical

Save this column selection

Column selection name
Enter a name for selection
pulsenet_genotyping
qc_metrics

—

YYour saved column selections:

pulsenet_genotyping
qc_metrics

oo (D

Show: all | none
[ agrvate_docker
[ agrvate_results

« [ agrvate_summary

wu [ agrvate_version

w [ combined_mean_q_clean
combined_mean_q_raw
combined_mean_readlength_clean
combined_mean_readlength_raw
([0 meningotype_BAST

w ] meningotype_FetA

w [ meningotype_NHBA

w ] meningotype_NadA

i [ meningotype_PorA

Sort: alphabetical

Save this column selection
Column selection name

This column selection will be shared
with all users of this workspace.

UPDATE

Your saved column selections:
pulsenet_genotyping (®
qc_metrics ()

-
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IMpuaoxenne PNID01-4a. Kpurnueckue nokasaresn kayecrsa PulseNet (Pass/Fail)
JJIS1 PYyTHHHBIX NOCJIe0BaTeJIbHOCTEH

Opranusm Cpennee Cpennee Jnuna KoanuectBo
TMOKPBITHE | KA4eCTBO cOOpKH BTOPHYHBIX
denovo! (Q score)? (MB) BHJI0B

Listeria monocytogenes > 20x >30 2.8-3.2 <0.01

E. coli (601bIIMHCTBO >40x >30 4.9-6.0 <0.01

CEepOTHUIIOB)

Shigella spp./penxue E. coli > 40x >30 4.2-4.9 <0.01

Salmonella spp. >30x >30 4.4-5.7 <0.01

Campylobacter spp. > 20x >30 1.4-2.2 <0.01

Vibrio cholerae > 40x >30 3.8-43 <0.01

Vibrio parahaemolyticus > 40x >30 4.9-5.5 <0.01

Vibrio vulnificus > 40x >30 4.7-5.3 <0.01

Tlocie 06peskm Ha OcHOBE KadecTsa (est_coverage clean)
2Jlo 06pesku (combined mean_q_raw)

IIpunoxenne PNID01-4b. Illar npeasapureabHoi coprupoBku uteHnii TheiaProk
AJIS MCKJIIOYEeHH s M0CJIe0BATeIbHOCTeH HU3KO0r0 Ka4yecTBa ¢ 1eIbI0 IKOHOMHUHU
BBIYHCJIMTEIbHBIX PECYypCOB

3azaga screen rapaHTUPYET, YTO KOJUYECTBO JAHHBIX O MOCJIEA0BATEIbHOCTAX JOCTATOYHO
IUIs IPOBEIEHUs] TEHOMHOI0 aHanu3a. OHa MCIoIb3yeT KoMaH bl bash 17151 KoJIMuecTBEeHHOM
OLIEHKY YTEHHI U Map OCHOBaHUii, a Takke mash-CKeTYMHT JUIsl OLICHKH pa3Mepa reHoMma 1
ero nokpbITHs. Ha kakaom 3tane pe3yabTaThl OLIEHUBAIOTCS OTHOCUTEIBHO KPUTEPHUEB
"mporen/ae mpoien" ¥ MOporoBbIX 3HAYEHUH, KOTOPBIE MOTYT OBITH OIPEENICHBI C
MIOMOILBIO JOMOJHUTENBHBIX M0JIb30BATEIBCKUX TAHHBIX.

OO0pa31ibl, HE COOTBETCTBYIOIINE ATUM KPUTEPHSIM, HE OyIyT 00padaThIBaThCS JMajbIIle:

1. O6mee konuuecTBO uTeHHi: OOpa3el NpoBaMBAET 3aa4y 0TOOpa YTEHUH, €CIIH 00IIIee
KOJINYECTBO YTCHUI MEHbIIIe WM PaBHO min_reads.

2. Jlons yTeHUH 1O mapaM OCHOBaHUH B (paiiyiax mpsMbIX U 0OpaTHBIX uyTeHui: O6pasenn
MPOBAINT CKPUHUHT YTEHHH, eciiu B (aiinax reads] mim read2 compep:kuTcst MEHbIIIE
min_proportion basepairs.

3. KommuectBo nmap ocHoBanuii: O6paser He MpOiAET MPOBEPKY HA UTEHHE, ECITU B HEM
MeHbIIIe min_basepairs basepairs

4. Tlpeanonaraemsiii pazmep renoma: O0paser He TPOUIET MPOBEPKY HA YTEHUE, ECITH
IpearogaraeMblii pa3mep TeHOMa MEHbIIIE min_genome_size Uik 0oJIbIIe
max_genome_size.

5. Tpennonaraemoe nmokpsiTHe reHomMa: OOpaserl He MPOHAET CKPUHUHT YTEHUS, €CIIN
IpeJoiaraeMoe MOKphITHE FTeHOMa MEHbIIIE min_coverage.

3HayeHUs 0 YMOJYAHUIO:
Int min_reads = 7472
Int min_basepairs = 2241820
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Int min_genome_length = 100000

Int max_genome length = 18040666

Int min_coverage = 10

Int min_proportion = 40
Komonka "raw_read screen" B pazaene "QC_ metrics" coaepKuT noapoOHy0 HHGOPMAIIHIO,
ecii 00pa3zer] He MPOoIe MPeIBAPUTEIbHbI CKPHHUHT YTCHUS:

Workspaces » theiagen_pnifTheiaProk_PNLTraining_ETrees »

— 10 WORKSPACES =

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
& 7300109 (2] T
# EDIT X OPENWITH.. [3 EXPORT £} SETTINGS 0 rows selected = ADVANCED SEARCH Search Q
B CDC_ATCC Seq... (42) O
v analysis_pt_24_id 10 n50_value ©F  number_contigs ©Ff  seqsero2_predicted_contamina... O
[E CDC_ATCC Seq... (22) @ o yeis-p v . P
[} 2011V-1043_FLEX_300_Vibrio 124949 77 -
B illumina_PE_v1.. (25) @
[m] 2012V-1116_FLEX_300_Vibrio 458045 39 PASS.
B analysis_pt_24 (45) O H
[m] 2013L-5361_FLEX_300_LM 526928 12 PASS
B analysis_pt_24.. (12) O
[u] 2013L-5410_FLEX_300_LM 526025 15 PASS |
iseq_.. (20)
[m] 2013L-5547_FLEX_300_LM 435363 20 PASS
orange_miseq_s.. (1) O
[} 2013L-5615TK_NextSeq_400MB FAIL; the estimated coverage is less than the minimurn of 10x
B pni_training_sa.. (11) O
[} 2015AM-1304 443204 15 PASS yes
& pni_training_sa.. (1) ®
[m] 2015AM-1305 728098 16 PASS. no
& pnusa_lm_gj_ce.. (99) @
[m] 2015C-3794_FLEX_300_Shigella 25104 361 PASS
& pnusa_lm_gj_ce... (30) ®
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Ipuaoxenne PNIDO01-5. HacTpoiika npeacTaBjieHus TA0JMIbI JaHHBIX 1/ aHAJIU30B
PulseNet Genotyping Assays

HNPUMEYAHMUE: 5my nacmpouxy MOAHCHO 8bINOIHUMb MOILKO NOC/IE MO20, KAK 8bl OOUH
pas 3anycmunu pabouuti npoyecc TheiaProk.
1. Ha Bknanke "/lanHbie" BhIOEpUTE HHTEPECYIONIYIO BaC TAOJIUILy JTAHHBIX, HAITPUMEP
"CDC_ATCC Sequences", 3atrem BoiOepute "HacTporiku".
2. B pazagene "BoiOparh cTOIOMIBI" HEOOXOIUMO OTMETHTH CIEAYIONIUE aHATTU3bI [T
TeHOTUITUPOBAHUS:
a. Amrfinderplus amr classes
Amrfinderplus_amr core genes
Amrfinderplus_amr subclasses
Amrfinderplus_virulence genes
Plasmidfinder plasmids
Seqgsero2 predicted antigenic profile
Seqsero2 predicted serotype
Serotypefinder serotype
Ts mlst predicted st
Select columns

P th O A0 O

Show: all | none Sort: alphabetical

@[] resfinder_results a
SAVE THIS COLUMN SELECTICN

w [ resfinder_seqs

win ] seq_platform )
Your saved column selections:
i [ seqsero2_predicted_antigenic_profile .
pulsenet_genotyping ()
m ] seqsero2_predicted_contamination .
U seq P gc_metrics )

iy [ seqsero?_predicted_serotype
i [[] seqsero2_report

7] seqsero2_version

um [[] serotypefinder_docker

i ] serotypefinder_report

B serotypefinder_serotype

CANCEL m
3. Haxwmute "CoxpaHuTb BEIOOp cTOJIONA", HA30BUTE BHIOOP CTOIOIA
"pulsenet _genotyping" u Haxxmute "Coxpanuts", a 3aTemM Haxkmute "T'0TOBO".
INPUMEYAHUE: Eciu 6vl 0obasnsieme unu yoansieme cmoaoyvl u3 Cywecmsyrouieco
gvlbopa cmonbyos, naxcmume "Coxparnums 3mom 8b100p cmo6y08", evibepume uMs u3
svinaoarouieco merio u Haxcmume "Oonosums”.
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Select columns

Show: all | none

Sort: alphabetical

Save this column selection

s

Column selection name

l pulsenet.genotypingl  x ]

pulsenet_genotyping

SAVE

Save this columnn selection

elections:

qc_metrics &)
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IMpuaoxenne PNID01-6. 3arpy3ka 1onoJHUTEJIbHBIX MeTaAaHHBIX B Terra mst

npeacrasjiennss B NCBI u HacTpoiika npeacTaBieHus1 Ta0IUIbI

MeETaadaHHbIX

[ ]
JUTS TIOCTIEIOBATEIIBHOCTEH, KOTOPBIE OYIyT 3arpykeHbl B SRA.

JAHHBIX IS

U1 3arpy3Kku MetananHbix B Terra: https://theiagen.notion.site/Terra 2 NCBI-

8f014c73acc44465a3d69ct4di93adfe.
ma6JIOH METadaHHBIX COCTOUT U3 Tpex BKJIAJOK:

NCBI tpebyer 3arpy3ku MUHUMaJIbHBIX MeTaganHbIX B NCBI st coznanus BioSamples

[Tockonpky Metaganubie NCBI momkHBI ObITE 0)OpMIIEHBI OTIPEETICHHBIM 00pa3oM,
ucnoib3yiTe mabiaon MeraganHeix Pathogen, npenocrasiennsiii komnanueit Theiagen,

[epBas BkIanka, Ha3piBaeMast "OObsICHEHNE IEPEMEHHBIX ", COIEPIKUT

o)
OIMMCaHUs 00A3aTEIbHBIX U HEOOSI3aTELHBIX MTOJIEH.
o MerananHele, KOTOpbIe HEOOXOIUMO 3arpy3UTh, BBOAATCS Ha BTOPOW BKIIA/IKE
"MeTtagadHrlie'.
7| "Validation" 0 o
o Ha tperpeii Bkitanke "Validation" MoxHO yOenuTsCs, 4T0 HEOOXOAUMBIE
METaIaHHBIE 3aM0JHEHBI MPABUIILHO.
File  Home Insert Pagelayout Formulas Data Review View Help
& at alibri v A A== v | BwapTe eneral . & ad B | Z Autosum |
paste LBYCoPY N 4 - _% : - W P ‘ Io o M @%nal Fu%as % % EF%{ Krm~
© Fromatpamer | B T U [H~ Qv A | EEEEE BEMagescener v | $ v % 3[R 4 Formatting v Table v Styles v v v @ Clear
Clipboard ~ Font ~ Alignment ~ Number ~ Styles. cells =
B30 - e | Describes the physical, environmental and/or local geographical source of the biological sample from which the sample was derived.
4 A I B ] ¢ | o | E | F |6 | H | V| J |k | L | M]|]N]O|®P | @ |RrR|sSs | T | uUu/]|w¥ | WwW]|x|¥Y |z
3 T LT
e R—— -
Explanatiﬁofvariables‘ Metadata ‘ Validation ‘ @ i [
Ready [ General X Accessibiliy: Investigate [@ Display Settings [

AL Type here to search

Yro0b1 3arpy3uTsh (aiin MeTagaHHbIX naToreHos B Terra:

1. 3amonHuTe 00s3aTeIbHBIC M HEOOSM3aTENbHBIE (€CITH MPUMEHIUMO) TIOJISl Ha BKJIAJIKE
METaJaHHBIX B DJIEKTPOHHOH Ta0uuIle madIoHa METaJaHHBIX TATOTCHOB:
IMPUMEYAHMUMEL: 661 mosiceme sgecmu "Omcymemayem" 0ns 1060t mpebyemoii
unpopmayuu, KOMopou y 6ac Hem Uil KOMOPYIo 8bl He Xomume NyOIUYHO PACKPbI8aAmb.

HNPUMEYAHUE2: npuseoennvie nudice memaoannvie - 3mo MUHUMATbHbLE

mpebosanus PulseNet USA k memaoannvim ons 3aepysxku 6 NCBI, paspabomannbie 011


https://theiagen.notion.site/Terra_2_NCBI-8f014c73acc44465a3d69cf4df93adfe
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3auumul KOHQGUOEHYUATLHOCIU NAYUEHMO8 U YeTOCMHOCIU MEKYUUX PACCIe008aHUl

scnviuex. C Opy2oil cmopoHbl, 0COOEHHO 8 OMHOUIEHUU HEeKTUHUYECKUX 00pa3yoes,

npeoocmasisiemcs 00CMamoyHo SNUOEMUOTIOSULECKU NOIe3HOU UHGDOopmayuu, 4moosl
obecuums ampuoyyuro.

a. B sueiike Al BBeauTe Ha3BaHME TAOIUIIBI TAHHBIX, B KOTOPYIO OYIyT 3arpyKEHBI

MeTagaHHble: entity:data_table name_id, nanpumep, entity:quality control id.

b. Entity: BBenute uneHTuPuKaTOpsl 00pas3oB, KOTOPHIE COOTBETCTBYIOT

uaeHTuUKaTOpaM nocienosarenbHocTel B Terra.

c. Submission id: BBeauTe YHUKAIBHBIA UASHTH(DHKATOP 00pa3ma. ITo

UACHTU(DUKATODP, KOTOPBIH OyeT oToopaxarscsi B NCBL
1. BBemute submission id Takxe B cToso1e "strain".
ii. Bmeaure "submission id-001" B komonky "library id".

d. HasBanue: "PulseNet".

e. Jns nmapamerpos "library strategy", "library source", "library selection",
"platform", "instrument model" u "filetype" BriOepuTe IpaBUIBHBIN BApUAHT U3
BBITIQ/IAIONIUX MEHIO.

Pacnonoxxenne 6ubnmoreku: "Ilapuas".

OpranusMm: poa U BU/I.

Collected by: maGopaTopusi, Mpe0CTaBUBIIAS TTOCICTOBATEIHLHOCTD.

Collection_date: roa Aas KJIMHUYECKHUX U30JISTOB, FOA U MeCSIII sl

HEKJMHHYEeCKUX n30JToB. Tpedyemsiit popmat: [TTT:MM:JI/1, Hanpumep, miis

KIIMHUYEeCKOro 00pasia, BeiaeeHHoTo B 2024 roay: 2024-01-01. dns

HEKJIMHHYECKOTo 00pasnia, BeiaesneHHoro B pespaie 2024 roga: 2024-02-01.

j.  Geo_loc_name: cTpaHa-UCTOYHUK JIsl KINHUYECKHUX U30JISTOB, CTPaHa-
HCTOYHMK M IITAT (WU Apyroe 0ojiee moapoOHOe MeCTONOJI0KEeHHE) 1St
HEKJIMHUYECKUX H30J5TOB. Vcronp3yiTe IBOCTOUNE TS pa3/Ie]ICHHs CTPaHbl U
6osee moapobHOro MecTomnonoxenus, Harmpumep, USA:CA.

k. Isolation source: "OtcyTcTByeT'" NIl KIMHUYECKUX H30JIATOB, TOUHbIH
HCTOYHUK JJI5l HEKJIMHUYECKUX U30JITOB, HAlPUMEp, cajaT-IaTyK, KypuHas
rpyjaKa, Ma3oK U T. [I.

mSge e

. Isolation_type: KIMHUYECKUMA, SKOJTOTUUECKHMA, MMUIIEBON WIIH )KUBOTHBIH.
m. Ceporun: Cepotun E. coli.
n. Ceposap: CepoBap canbmonennvl.
Tonvko KnunuyecKkue (uenoeeuecko20 nPOUCX0HcOeHU)
nocneodosamenpbHocmu
AuloSa\«em E" ")V Qv = Terra_2 NCBI-PATHOGEN-metadata-2023-01-30 General = Saved v L Search Trees, Eija (CDC/NCEZID/DFWED/EDLB) (CTR) | TE m
File  Home Insert Pagelayout Formulas Data Review View Help [© com
PE:Ije tgi:lpy e n—-v 1‘7\( o - 7|£| ’y/.v 2 e il Colﬁnal Fu%zs % % [E% F%t ::I‘isum ) S%I Flé)& Se§
© Sromatpaimer | BT Uv|H- &A= erge &Center v | $ v % 9 [ 8 | (orting+ Table~ Styles - v v | @dearv riferv selectv

1 Jletype [submission_id _[organism collected_by collection_date geo_loc_name
2 bstq }2017C-4936 ichia coli_|CDC 2017-01-01 USA
3 bstq  12018C-4039 i_|coc 2018-01-01 USA
4 psta $2019C-3204 __!Shigella sonnei _|cDC 2018-01-01 USA

sample_title . culture ¢

2017C-4936
2018C-4039
2019C-3204
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Autosave @D [ D v O Terra_2_NCBI-PATHOGEN-metadata-2023-01-30 ' General = Saved v £ search Trees, Eija (CDC/NCEZID/DFWED/EDLB) (CTR) | TE
File  Home Insert Pagelayout Formulas Data Review View Help T Cor
X cut T AT b 1 = 3 AutoSum v A Q
e Calibri A A = ®- | wepten General < B @ Ej &8 = B = 7v N
Paste LI (e A . . o Conditional Formatas Cell | Insert Delete Format Sort& Find& | Sensit
v Sromatpaner | B T Y & B Merge & Center $~% 9 WA Formatting ¥ Table v Styles v v © Clear v Filter v Select v v
Clipboard 5 Font 5 Algnment 5 Number 5 Styes calls diting Sensit
M1 - X«  fo | organism
N o | P | a [ rR | s |
1 collected_by  collection_date geo_loc_name host host_disease _isolation_source lat_lon_isolation_type sample_title._ culture_c|
2 bstq  J2017C 4936 2017-01-01 UsA Homo sapiens 2017C-4936
3 hstq  j2018c4039 2018-01-01 UsA Homo sapiens 2018C-4039
4 bstq  }2019C-3204 __iShigella sonnei |cDC 2018-01-01 USA Homo sapiens 2019C-3204
5
6

Knunuueckue (ttenoeettecxoeo npoucxo.m’()enu;l) U HeK/IlUHUuU4YecKue
nocneooeamesibHOCHU

AuoSave @D B ©~ ()¢ v Tema 2 NCBI-PATHOGEN-metadata-2023-01-30 ¥ General = Saved v £ Search j2 (CDC/NCEZID/DAWED/EDLE) T a b3
Fle  Home Inset Pagelayout Formulas Data Review View Help O Comments | [ 13 Share
z = Autosum
ia] EJ[;M Calibri By BT Texd .| B ﬂ?’ = 5 [E] | ZAwesn ?V /O @
copy v .
. . . <o g | Concitional Formatas Cell lnsert Delete Format Sort& Find& | Semstivity  Addine
Sromaraner | BT Y Elueroesconer ~ | $ % 3 B |00 e shies+ © | @t e soear | v
Cliboard ol Fort 5 Hignrers 5 Namber 2 s cals Edting sevsfity | addins |~
on - S A
A [} c | 3} E | F | G _H | J L« L M =
1 _|entity:quality_control_id [library 10 title library_strategy library_source liorary_selection brary_layout platform instrument_madsl  design_description filstyps | submission_id organism
2 [mac-a23 2019¢-3238-001 Pulselet WGS GENDMIC ILLUMINA llumina HiSeq 2500 Mi fastq|2010¢-3238
3 |2015C.3887 2015¢-3887-001 PulseNet Wes GENOMIC  RANDOM ILLUMINA Hlumina Hiseq 2500 Mi fastq | 2015C.3887
4 |2017C4928 2017¢-4938-001 Pulschet WGS GENDMIC  RANDOM ILLUMINA Hlumina Hiseq 2500 Mi fastq | 2017C-4938
5 [20mL- 20131-5357-LRM3UpL Pulsenet WGs GENDMIC  RANDOM ILLUMINA lumiina Miseq i Tastq  |2013L-5357-LRMAupdate  Listeria monacylog
3
7
Aosave @D [F O~ O~ = Terra_2_NCBI-PATHOGEN-metadata-2023-01-30 ¥ General = Saved £ Search
File Home Insert Pagelayout Formulas Data Review View Help
Cut 1 U A av "
& cu Calibri v A A 25 Wrap Text Text v i) @ Ej & = H
[®copy ~ -
Paste - Conditional Formatas ~Cell Insert Delete Format
B I U~ Merge & Center v v 9 <0 00
~ < Format Painter = erge & Center $ % 9w Formatting ¥ Table > Styles v ~ v v R
Clipboard & Font 5] Alignment & Number 5] Styles cells
011 - x S|
4 | M | N o P | Q | R | s (T u | v | w
1 | organism collected_by collection_date geo_loc_name host host_discase _isolation_source lat_lon isolation_type |Stiai isolate
2 | Escherichia coli cpc 2017-01-01 USA Missing Missing Missing Missing clinical 2017C-4936
3 | Escherichia coli e 2018-01-01 USA Missing Missing Missing Missing clinical 2018C-4039
4 | Escherichia coli cnc 2018-01-01 USA Missing Missing Missing Missing clinical 2019C-3204
5 | Listeriamonocytogenes CDC 2013-07-01 USA:WI Missing Missing cheese Missing food 20131-5357-LRM4update
6|
74

2. llepeiinute Ha BkiIaaky "Bamumanus", 9To0b1 yOeIUTHCS, 9TO MIAO0IOH METATaHHBIX

3aI10JIHCH MMPaBHUJIBHO.

Auosave D BB D v O~ (CBI-PATHOGEN-metadata-2024-04-19 © General £ search Trees, Eija (CDC/NCEZID/DFWED/EDLB) (CTR)  TE B
File  Home Insert Pagelayout Formulas Data Review View Help 4 Share
g = AutoSum v
X o S A A EEEY e B B ERE|I e O B
Mcopy ~ il v
Paste LI Ay A . .0 o o0 | Conditional Formatas Cell | Insert Delete Format Sort& Find& | Sensitivity | Add-ins
v Sromatpaineer | B 1 Y E o~ A Merge & Center $ %9 W Formatting v Table v Styles v v v § Clear v Filter v Select v v
Clipboard 5 Font &l Algnment [ Number 5 Styles cells diting Sensitvy | Add-ins
D18 - e || =IFCOUNTA(MetadatalA12)=1, IF(ISNUMBER(MATCH(LEFT(Metadata!P12,SEARCH(":", Metadatal P12)-1), Library and Platform Vocabulary'|$A$117:5A$413,0)), "Yes", "No"),"")
4 A | B C | D E F
1] This tab is intended to help ensure your metadata fields are valid.
2| Not all issues can be captured here; please carefully examine the Explanations of variables sheet for detailed information.
3] Please be aware that even if your metadata passes this validation check, it does not ensure 100% valid metadata fields.
4
5 Did you correctly fillin your Terra table name on the Explanation of Variables tab? No, please update this field.
6| CHECKING REQUIRED FIELDS... CHECKING SEMI-OPTIONAL FIELI
7 |Row# _|Are the library_id and submission_id different? Do all required fields have values? Does geo_loc_name have the proper format? ___Is the collection_date valid? Does either the strain or isolate fields have
8 | 2[ves Yes No Yes Yes
9| 3|ves Yes No Yes Yes
10] 4|Yes Yes No Yes Yes
Ul
12/
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Autosave @D B D v G- Terra_2_NCBI-PATHOGEN-metadata-2023-01-30

General » Saved v £ Search

Trees, Eija (CDC/NCEZID/DFWED/EDLB) (CTR)  TE B = (s}

File  Home Insert Pagelayout Formulas Data Review View Help EE
r o roll ==t I = AutoSum v

Ex ot Ji AR = =G 9 Bwere Genera B B EEe iy O § | B
B copy v D b E3Fin~

Paste = A == - o, <o 00 | Conditional Formatas Cell Insert Delete Format Sort& Find& | Sensitivity | Add-ins

vEv|ovAVEEE . o
v Sromatpamer | B 1 Y |H S~ A Sa=4- 8 Merge & Center $-% 9 @y Formatting v Table v Styles v v v § Clear Filter v Select v v

Clipboard [ Font [ Alignment ~ Number & Styles. Cells Sensitivity | Add-ins

2 NERE S | =IFcounT 1,IF(COUNT) 16=20, "Yes", "One (or more) of these fields are empty"),™)

4 A | B | c | D | E | F | s

1] This tab is intended to help ensure your metadata fields are valid.

2| Notall issues can be captured here; please carefully examine the Explanations of variables sheet for detailed information.

3| Please be aware that even if your metadata passes this validation check, it does not ensure 100% valid metadata fields.

4

5 | Did you correctly fill in your Terra table name on the Explanation of Variables tab? No, please update this field.

6 | CHECKING REQUIRED FIELDS... CHECKING SEMI-OPTIONAL FIELDs...

7 |Row# _|Are the library_id and submission_id different? | Do all required fields have values? Does geo,_loc_name have the proper format? _ls the collection_date valid? Does either the strain or isolate fields have a value?

8 | 2|Yes Yes No Yes Yes

9| 3|Yes Yes No Yes Yes

10 4|Yes Yes No Yes Yes

11 5|Yes Yes Yes Yes Yes

12

12

MIMPUMEYAHMUE: nposepra npasunbrocmu hopmama 2eoi02utecko2o

MeCmononodiceHust 6yoem npotioeHa MmoabKo 8 Mmom Ciyude, eciu YKA3auvl U CMpaHa-
UCOYHUK, U O0lee noOpodHoe mecmononoxcenue. [loamomy nposepka ne npotioem 0t
KAUHUYECKUX U30TIAMO8, OJisl KOMOPBIX YKA3AHA MOIbKO CMpana-ucmodnuk. QOOHako
NCBI npumem cmpary ucmoyHuKa 6 Kaiecmee eOUHCMEEeHHO20 MeCMONOIOHNCEHUSL.

3. CoxpaHuTe 3an0JIHCHHBIN Ia0JI0OH METaTaHHBIX B BUJIE (aiina tsv (C pa3aenurenem
ta0ymsiun). Haxmure "OK" Bo BCITBIBarOIIEM OKHE, COOOIIAIOIIEM, YTO BEIOpaHHBIH

Tl (aitna He ToJepKUBAET paboyre KHUTY C HECKOJbKUMHU JIMCTaMH.

© Save a Copy
() Home

[ New @ Recent

B open e

o cih9@cdcgov

‘ OneDrive - CDC

Save a Copy. Sites - CDC
eih9@cdc.gov

(s Other locations.

Share & This PC

s @ Add a Place

Publish
= Browse

Close

1 [ OneDrive - CDC > +My_Large Workspace > backup > Terra > NCBI uploads
[ Tema_2_NCBI-PATHOGEN-metadata-2024-04-19 |
[Text (Tab delimited) (=01) - | 3 save ‘
Excel Workbook (*xIs0) [
Excel Macro-Enabled Workook (*xism)

Excel Binary Workbook (*isb)

Bxcel 97-2003 Workbook (*xs)

CSV UTF-8 (Comma delimited) (*csv)

XML Data (*xmi)

Single File Web Page (“mht, *mhtmi)

Web Page (*tm, *htmi)

Excel Template (*xit)

Excel Macro-Enabled Template (xitm) "
Excel 97-2003 Template (1)

Unicade Text (~xt) u
XML Spreadsheet 2003 (*xmi)

Microsoft Excel 5.0/95 Workbook (*xls)

€SV (Comma delimited) (*csv) AM
Formatted Text (Space delimited) (<prm)

Microsoft Excel

The selected file type does not support workbooks that contain multiple sheets.

1\ «To save only the active sheet, click OK.
«To save all sheets, save them individually using a different file name for each, or choose a file type that supports multiple sheets.

o]

4. Ha Bkmanke "/lanubie" Terra Workspaces Haxkmute "VIMnopT gaHHBIX" ¥ BBIOGpUTE
"3arpy3uts TSV" 13 Beinagamoniero MeHto.
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J— \ Worl 5 theiagen_pni/ TheiaProk_PNI_Training_ETrees »
= B WORKSPACES  pg o e <=
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
=
[ © IMPORT DATA # EDIT 3 OPENWITH.. [2 EXPORT ¥ SETTINGS 1 row selected
Upload TSV . - E =
— o~ quality_control_id 1®: @ read2

Open data uploader u ZULTC5950 14 LUUL K1 UULISSIKUL ZUL L9 50-LuUZY
Add reference data

(] 2017C-4238 02 1001 R1 001 fastq.gz 2017C-4938-D0029
@ 2300109 (2) [m} 2018C-4033 94 _1001_R1_001 fastqgz 2018C-4033-DO02S:
@ CDC_ATCC_Sequences (42) (m} 2018C-4703-L-A1-USA-CDC-pcl -L001_R1 001 fastq.gz 2018C-4709-1-A1-M{
@ CDC_ATCC Sequences set (22) @ ] 2018C-4702-L-A2-USA-CDC-pel LOOL_R1_001fastq.gz 2018C-4709-L-A2-M

5. Bo BcrmeiBaromem okHe "MMnopt ganHbIX Tabuuisl" Ha BKiIaake "Mmnopt daiinos"”
IIEJIKHUTE B IIEHTPE, YTOOBI BEIOPATH (pail tsv.

Import Table Data

Choose the data import cption below. Click here for more info on the
table.

Data will be saved in Terra-managad location: us us-centrall (lowa)

FILE IMPORT TEXT IMPORT

' Drag or Click to select a tsv file

Selected File: None

TsV file templates
& Download sample_template.tsv

2" Terra Suppert: Importing Data - Using a Template

CANCEL

6. Ilepeiigure B MecTo, T1ie cOXpaHeH (aill MeTaJaHHbIX tsv, BEIOepUTe (Paida 1 HAXKMUTE

"OTKpBITB".
.? Open X
1|1 « backup > Tema > NCBIuploads ~ U | Search NCBI uploads »
Organize ~ New folder = m @
~  Name "~ Status ™
3 Quick access L] K3307-L-A1-M3235-23-002_51L001_R1_001fastagz &)
B Deskiop #* [ K3307-L-A1-M3235-23-002_511001_R2_001fastagz =~ ©
& Downloads * [ K3307-L-A2-M3235-23-002_52_L001_R1_001fastagz =~ ©
OneDrive - CDC » [ K3307-L-A2-M3235-23-002_52_L001_R2_001fastagz =~ ©
1 FS10002635 () » manual_upload_metadata_240415.1sv ]
2 NCEZID.DRWED,EDLE_ PutscNet Data » manual_upload_metadata_240415-2.tsv ]
- - - manual_upload_metadata_240416.1sv ]
A assemblies * NCBI uploads accessions through Terra @
&S Pictures o Terra_2_NCBI-PATHOGEN-metadata-2023-01-30 ©
1 2023-2024-AMD-R9-Plasmid-and-virulence-proj¢ # Terra 2 NCBI-PATHOGEN-metadata-2024-04-15 ©
I spades-2023-10-19 * [?e;a,z,Ncnﬁmﬁoe{@tadat;zny—mq9 &
I skesa-2023-10-30 # & Terra_2_NCBI-PATHOGEN-metadata-2024-04-19 [T
AMD Incubator nroiect with Care Facility b £ o
File name: [Terra_2_NCBI-PATHOGEN-metadata-2024-04-19 <] [ Fites ~

7. Bo BcrbiBaromieM okHe "MIMIOPT AaHHBIX TaOIUIB" MTOSIBUTCS TPEAYIPEKIACHUE O TOM,
YTO B TaOJUIIE JaHHBIX yXKE CYIIECTBYIOT JaHHBIE U 3arpy3Ka B Hee JOMOJIHUTEIbHBIX
JAHHBIX MOXET IPUBECTH K MEPE3aNrcH CyIIEeCTBYIONINX JaHHBIX. Takxke OyAeT BbIJaHO
IpeaynpexkaeHue, eciy B tsv-(haiine MeTaJJaHHbIX He JUIS BCEX 3allUCeH CONepKUTCA
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oJMHaKoBas HHPopMaLus (OTCYTCTBYIOT HEKOTOPBIE JaHHBIE JIsI HEKOTOPBIX
nocienoBarenbHocTel). Haxkmure Ha kHonky "Havate 3aganue ummopra'.

Import Table Data

Choose the data import eption beiow. Click here for more info on the

Data will be saved in Terra-managed location: us us-centrall (lowa)

FILEIMPORT  TEXTIMPORT

Select the TSy file containing your data
Clear

! DragorClick toselect a tsv file

Selected File: Terra_2_NCBI-PATHOGEN-metadata-2024-04-19.txt

Data with the type ‘quality_control"already exists in this workspace.
ploading more data for the same type may overwrite some entries.
A\ pioedi ‘data for thi it i

A\ We have detected empty cells in your TSV. Please choose an option:
® ignore empiy cells (defautt)

O Overwrite existing cells with empty cells

TSV file templates
& Download sample_templatetsv

[ Terra Support: Importing Data - Using a Template

(VIR  START IMPORTJOB

[ 1
Upload selected data

8. Ilocae 3aBCPUICHUSA 3arPpy3KHU Bbl JOJKHBI YBUIACTD, YTO B T3.6.HI/II_I€ JaHHBIX 3aI10JIHCHBI
HYXXHBIC I10JIs1 MCTadaHHBIX.

= . WORKSPACES. Workspaces » theiagen_pni/TheiaProk_PNLTraining_ETrees >

Data
DASHBOARD DATA ANALYSES ~ WORKFLOWS  JOBHISTORY
( © MPORTDATA ] p 2o xovevwm. poeeoRT g sETINGS | 3 rowsselected = ADVANCED SEARCH
TABLES v O | quality controLid 10 @F collected_by @F collection_date @F design_description @F filetype
o 2017C-3830-LRMéupdate
Q
2017C4936 coc 2017-01-01 Missing fastq
2300109 (2 o] O | 2017c4s3s
@ CDC_ATCC Sequences (42) o] 2018C4039 coc 2018:01-01 Missing fastq
B CDC_ATCC_Sequences_set (22) @ [u] 2018C-4709-L-A1-USA-CDC-pel
@ illumina_PE_v1-0-0 (25) @ o 2018C-4709-L-A2-USA-COC-pel
@ analysis_pt_24 (45) @ o 2018C-4709-L-B1-USA-CDC-pcl
@ analysis_pt_24.set (12) ® o 2018C-4709-L-B2-USA-COC-pel
@ orange. miseq_specimen (20) ® o 2018EL-1053a-L-A1_USA CDC_pcl
@ orange_miseq_specimen_set (1) ° o 2018EL-1053a-L-A2_USA CDC_pcl
@ pritraining sample (11) © o 2018EL-1053a-L-B1_USA_CDC_pcl
2018EL-10532-L-B2_USA_CDC_pcl
@ pni_training_sample_set (1) o] o or1-B2.USA.CDC.pd
2 201903204 coc 2018.01-01 Missin fast
@ pnusa_im_cj_certification (99) o “ 8 9 q
| o 2019¢3238
@ pnusa_Im_cj certification_set (30) ®
o 92.01-L-A1 coc Missing Missing fastq
@ quality_control (92) 0] I
| o 92.01-1-A2 0 B - R
@

B quality_control_set (26)
1-920f92 [«][<] > [»] tems per page: [100 v}

Co3znaiite oT/1e/IbHOE MPEACTABJIEHHE METAJAHHBIX ISl TA0JUIbI JAHHBIX
1. Ha Bkianke "/lanHble" BIOEpUTE HHTEPECYIOUIYIO BAaC TaOJIUIy JaHHBIX, 3aTEM
BbIOepuTe "HacTpoiiku".
2. B pazgene "BriOparh cTONONBI" OTMETHTE BCE HY>KHBIE CTOJIOIBI METaIaHHBIX.
a. Pexomenayembie MmeTanaHHbie 1151 MatepuaioB NCBI:
i. collected by
il. collection date
iii. filetype
iv. geo loc name
v. instrument model
vi. 1isolation_source
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vii. isolation_type
viii. library id
ix. library layout
X. library selection
xi. library source
xii. library strategy
xiil. organism
xiv. platform

XV. strain
xvi. submission_id
xvii. title

XVviii. serotype
XIX. serovar

b. JlomonHUTENBHAS MOJIE3HAsT HHPOPMAIIUS O TIOCIEIOBATEIIEHOCTH
i. readl (ums ¢aiina R1 FASTQ)
il. read2 (ums daitna R2 FASTQ)
iii. assembly fasta (MmecTomonoxeHue cOOpPKH, CO3TaHHOM MPOTrPAMMO
Terra)

iv. Ecnu nanusle 3arpyxarotcs HenocpeacrsenHo u3 [llumina BaseSpace:
1. basespace collection id
2. basespace fetch analysis date
3. basespace fetch version
4. basespace sample id
5. basespace sample name

v. biosample accession

vi. sra_accession

Select columns
Show: all | none Sort: alphabetical
[ design.description & SAVE THIS COLUMN SELECTION
+ [ filetype

gee-locnams Your saved column selections:
“[0 host Metadata (D

[ host_disease pulsanet_genotyping (&)
w0 [ instrument_model qc_metrics G

B isclation_source
w isolation_type
z lat_lon

library_ID
« [ library_layout

B library_selection
# [ library_source |
i W likrang srratams e

CANCEL m

3. Haxwmute kHONKY "COXpaHHUTh BHIOODP cTOIOMmA".
4. Hazosute BbI0Op cTronbna "Meragannpie” u Haxkmute "Coxpanuts" u "'0TOBO".
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INPUMEYAHUE: Eciu 6vl 0obasnsieme unu yoansieme cmoadyvl u3 Cyuecmsyrouieco
8vibopa cmonboyos, Haxcmume "Coxpanums smom vlO0p cmonoyos”, evloepume ums u3
svinaoarowe2o merio u Haxcmume "Obnosumv”.

Select columns

Show: all | none Sort: alphabetical
[ design_description . Savethiscolumn selection
filetype Column selection name
E geo_loc_name l Metadata x
s [ host

This column selection will be shared
=[] host_disease with all users of this workspace.

= g instrument_model
UPDATE
isolation_source

| e

isolation_type Update this column selection i .
lat_lon
Metadata

= g library_ID
ibrary_ pulsenet_genotyping &

i library_layout ge_metrics ()

= i library_selection
= i library_source ||

i W lihrary srratemy

5. Teneps B TabnuIle JaHHBIX JOJKHBI OBITH BUIHBI TOJIHKO HY>KHBIE CTOJIOIIBI
MeTaJaHHBIX.

Workspaces > theiagen_pnif/TheiaProk_PNLTraining_ETrees »

'WORKSPACES Datay
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
B sy O | #EOT EOPENWINL D oworr g SENGS | orousselced E— Q
@ analysis_pt_24.. (12) © O~ quality_control_id 10 ple_accession @F collected_by @F collection_date @F filetype @i geo
R e R s —
& orange_miseq_... (20) ©
O 2017C-4936 1039458 coc 2017-01-01 fastq usa
@ orange_miseq s.. (1) ©
O 2017C-4938 m
@ pni_training_sa.. (11) ©
O 2018C-4039 1039457 coc 2018-01-01 fastq usa
@ pni_training_sa.. (1) ©
O 2018C-4709-L-A1-USA-CDC-pel
B pnusa_lm_gj ce... (99) ©
O 2018C-4709-L-A2-USA-CDC-pel
B pnusa_lm_gj_ce... (30) ©
O 2018C-4709-L-B1-USA-CDC-pel
B quality_control (94)
quality_contrel (94) © I O 2018C-4709-L-B2-USA-CDC-pel U
quality_control.. (26) © O 2018EL-1053a-L-A1_USA_CDC_pcl
REFERENCE DATA & [m] 2018EL-1053a-L-A2_USA_CDC_pcl
Mo references have been O 2018EL-10535-L-B1_USA_CDC_pcl
Add reference data
O 2018EL-10535-L-B2_USA_CDC_pcl
OTHER DATA ~
m| 2019C-3204 1039456 coc 2017-01-01 fastq Usa
B Workspace Data q S
m 2019¢-3238

[ Files 1-940f94 [«|[<]| [5][»] ttemsper page:
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Hpuiao:xkenne PNID01-7: O630p padouero npouecca TheiaProk nist BoinosiHeHus
XapaKTePUCTUKH OaKTepuil

Y Raw Read
Bacterial WGS, Paired-End repe...
FASTQ-SCAN

User Input File D Hlumina Reads (FASTQ)

oo tovo
acvemary

————————————————————————————————————————————————————

Organism Typing

1 |

1 1

I |

Qc Assesments ) i Samonea 7P Saimoneiia grierea TYphY Econerionia sop. Listerta spp. |
Default Sample ! Serotype Prediction: ‘Serogroup Prediction: !
Charactarization Quality Trimming & Cleaned Read I SeqSerc2 & SISTR CenoTyphi SerotypeFinder & ECTyper Lissers 1
Optional Sample Ad R Quality I |
Characterization L J Trimmomatic & BBOUK 1 I
! K ; ] |

| [MLST & Serotype Prediction, AMR & Virulence Profiling: | | Sequence Based Tyning: Lineage and AMR Profiling: |

H Klaborate Logsta TBProfilar |

1 |

I |

I |

De Nowo Assembly.
Quality Assessment:
QUAST & BUSCO

|

| AMR Gene Detection: ‘

MLST Profiling:
MLST (Toresten Seeman)

AMRFinderPlus

Taxon Assignment:
Gambit

1
| |
! Gene Annotati '] Prasmid Repiicon Gens
: Prol : Detection: PlasmidFinder
| |
RN S Y
r 1
uesae Nucivotde Kankl] (Y AR Oene Desction- )
| WUMmer ANI ResFinder & PointFindr
T e J

TheiaProk Workflow for Bacterial Characterization




