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SMICT - TIIEPITOCUJIAHHSA HA ITPOLOHELYPHU

e Iligroryiite dhain MeTagaHuX JUId HOCHIJOBHOCTEH, Kl OVAYTh 3aBaHTa)keH1 o Terra

G.1)

Veiiaite Ha Terra 3a gomoMoror Chrome Ta ¢cBoro o6aikoBoro 3amnucy Google (5.2)

3aBanTaxkre (aiiau mocaigoBHOCTEN Ta MeTagani 1o Terra (5.3)

3anycTiTh poOOYHIA IPOIEC KOHTPOJIIO AKOCTI Ta TeHOTUNYBaHHA (5.4)

OLiHITE METPUKH KOHTPOJIIO SIKOCTI JJIA MOCigoBHOCTEH (5.5)

[lepernsHpTE PE3yNLTATH T€HOTUIYBAHHS JIJIS HOCIITOBHOCTEH (5.6)

3aBaHTa)keHHs nochaigoBHocTel 10 NCBI (5.7)

Hongatox PNIDO1-1: Imnopt ganux go Terra 6e3nocepeanno 3 Illumina BaseSpace

Homarok PNIDO01-2: 3aBanTaxkeHns ganux 3 NCBI SRA

Jomarox PNIDO01-3: HaganrryBaHnHs IIoIaHHs TaOJIHMIN JAaHUX I OKA3HUKIB KOHTPOJIIO

saxocTi PulseNet

e Jlomarox PNIDO1-4a. Kputuuni noka3sHuku sskocTi PulseNet mis mogadi pyTHHHHX
IMOCJILAOBHOCTEN

e Jlomarox PNIDO01-4b. Etan monepenaporo ckpuuinry 3untysanns TheiaProk mis
BUKJIIOUYEHHS HEIKICHUX IMOCIIJJOBHOCTEN 3 METO €KOHOMIT 00YHCIIOBAILHUX PECYPCIB

e Jlomarox PNIDO1-5. HamamryBanHs nogaHHs TaOJUI JaHUX JUISI TCHOTHUIYBAaHHS
anaiiziB PulseNet

e Jlogatox PNIDO01-6. 3aBanTakeHHs JOJATKOBUX MeTagaHux Jio Terra Juis IIOJaHHs JI0
NCBI Ta HajgamTyBaHHA BUMIAAY TaOJMII JaHUX IS METAJaHUX

e Jlomarox PNIDO1-7: Ornsaa po6odoro npouecy TheiaProk jis BusHayeHHs
OaKTepiaIbHUX XapaKTEPUCTUK

META: Onucatu mpolenypy aHaiizy JaHUX MOBHOT€HOMHOTO cekBeHyBaHHs (WGS) 3
KOPOTKHUM 3unTyBaHHAM [llumina, siki OyayTh BUKOpHCTaHi 11 crioctepexenns PulseNet
International (PNI) 3 Bukopucranusam xmapHoi muiarpopmu Terra.Bio.

CO®EPA 3ACTOCYBAHHSI: /lana mporieaypa momuprOeThCs Ha Bech mepcoHan PulseNet,
KU BUKOpUCTOBYE 1atopmy Terra.Bio ans ananizy nanux ceksenaropa Illumina s
KopoTKoro 3unTyBaHHS WGS B paMKax JTisSTbHOCTI 3 HAarjIsiAy B MDKHApOAHIN Mepexi
PulseNet. JTana COII oxorutroe 3aBaHTaKE€HHS TIOCTIAOBHOCTEH 1 MeTaganux a0 Terra.Bio,
OIIIHKY SIKOCTI MTOCIIIIOBHOCTEH, pOoOOUi MPOIIECH 301pKU 1 TEHOTHITYBaHHS, a TAKOX
3aBaHTaXeHHs nocaigoBHOcTel 10 NCBI. ®inorenernunuit ananiz oxormmoerbest COIT
PNIDO2 (PulseNet International Standard Operating Procedure for Phylogenetic Analysis of
WGS Data Using the Terra.Bio Platform - Ctangaptaa onepariifina mpouemxypa s
¢inorenernuHoro aHanizy nanux WGS 3 Bukopucranusam miatdopmu Terra.Bio).

3. BUBHAYEHHS/TEPMIHU:
3.1 ANI: Cepennst HyKJICOTHIHA 1ICHTUYHICTD.

3.2 BaseSpace: XmapHe obuuncioBaibHe cepenonuiie [llumina ams ananisy, ynpaBniHHS Ta
30epiraHHs JaHUX CEKBEHYBAaHHs HACTYITHOTO MOKOJIHHS, BKIIFOYAIOYM OOMIH JAaHUMH.
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3.3 Komanau Bash: Bash (Bourne Again Shell) - 1ie o6omonKka iHTepdericy KoMaHTHOTO
psaaka (CLI), sxa mmpoko BUkopuctoByeThest B Linux i macOS. O0osnoHka - 11e
KOMIT'FOTE€pHA Mporpama, sika J03BoJIsg€ Oe3MocepeIHbO KEPYBATH OMEpaI[iifHOI0 CUCTEMOIO
komm'torepa. Komanau Bash BUKOpHUCTOBYIOTBCS U1 KEpYBaHHS KOMIT'FOTEPOM 200
OTICPAIITHOI0 CUCTEMOIO 0€3 He0OX1THOCTI HaBiraIli o MeHo, OMIliAX 1 BIKHAX y
rpadiuHoMy iHTepdeiici KopucTyBaya.

3.4 BionpoexTt: Konexkiist 6ionoriuaux nanux npo NCBI, no'si3aHux 3 0HI€IO 1HIIATHBOIO,
10 TIOXOIUTH BiJl OJHIET OpraHizailii abo KOHCOPIIiyMY.

3.5 bio3pa3ku: Hamana onucosa indopmartis (Meragani) mpo 010JIOTI4HI MaTepialiu, 3 SKUX
oTpHUMaHi jaaHi, 1o 30epirarorbest B NCBIL

3.6 Contig: Cy1inpHa KOHCEHCYCHA TTOCITIIOBHICTh, OTPUMaHa B PE3yJIbTaTl CKIaaHHS
6aratbox KopoTkux ¢parmentiB JJHK, 1mo nepexpuBatoThcs.

3.7 Moxkpurra: CepenHs KUTbKICTh 3UMTYBaHb, K1 BKIIFOYAIOTh TEBHUN HYKJICOTH]T Y
PEKOHCTPYIHOBaHY MOCIIIOBHICTb.

3.8 KpuTuuHi NOKa3HUKHU SIKOCTi: TOKPUTTS (TICIIS TpUMICii), cepeaHs SAKICTh (MOKa3HUK Q
710 TpUMIcii), JOBKHHA 301pKH Ta YMUCEIbHICTh BTOPUHHUX POJiB (BUABICHHS 3a0pyAHEHHS
3a nonomoroio MIDAS). [TocmimoBHOCTI, SIK1 HE BIANOBIAIOTh MiHIMAJTBHUM
MOPOTaM/TIPUHHATHHUM Jlialla30HaM JIJIs [IUX METPUK, BU3HAYCHUX Y I[bOMY JIOKYMEHTI,
CJIiJT TOBTOPHO CEKBEHYBAaTH.

3.9 CSV: 3HayeHHs, po3/AlJICHI KOMaMH.

3.1036ipka DeNovo: 36ipka MociiJ0BHOCTEH, CTBOPEHA 3 KOPOTKUX HEOOPOOICHUX
3YUTYyBaHb 0€3 BUKOPUCTAHHS peepEeHTHOTO TEHOMY.

3.11FASTA: tekcToBHii hopMat J1sl IPEICTABICHHS IMOCTIJOBHOCTEH HYKIICOTH/IIB 200
NENTUIB, B AIKOMY [TapHU OCHOB 200 aMiHOKHUCIIOT MPECTaBIIEH] 32 TOTIOMOT OO
onHomitepaux kogiB. [TocmigoBHicTh y popmati FASTA nounHaeTbest 3 0JHOPSIAKOBOTO
OIUCY, 32 SIKUM CIIAYIOTh PSAKH JaHUX MOCIIJOBHOCTI. PSI0K onucy Bigpi3HIETHCS Bil
JTAHUX TOCI1IOBHOCTI CHMBOJIOM "Ounbie" (">") y mepioMy CTOBIYHKY.

3.12FASTQ: tekcroBuii hopmat i 30epiranHs K 610710T19HOI MOCIITOBHOCTI, TaK 1
BIZIITOBIIHUX OILIIHOK SKOCTI.

3.13 GAMBIT: Metoa reHOMHOI anpoKcUMalii A i1eHTH}iKamii Ta BiACTe:KeHHS OaKTepii.
Meron inenTudikarii 6akTepiaTbHIX BHIB, III0 BUKOPHUCTOBYE aJITOPUTM Ha OCHOBI k-Mep
JUIsl TIOUTYKY Y BEJIMKIN JOBIIKOBIH 0a3i JaHUX T'€HOMIB.

3.14Gzip: opmart daiinis 1 mporpamMHe 3a0€3MEUCHHS, 0 BAKOPUCTOBYETHCS JIJISi CTUCHEHHS
Ta po3naKyBaHHs (aiiB A WBUAKOL epeaadi faHux uepes [HTepHer.

3.15LIMS: Cuctema ynpasiiiHHs 1Ja0OpaTOPHOIO 1H(GOPMAITIETO.

3.16Mash Sketching: Mash - 1ie HaGip IHCTPYMEHTIB /AJIs1 CTBOPEHHS 1 BUKOPUCTaHHS CKETYiB
MinHash, crioci6 mepeTBopeHHsI TeHOMY B HEBEJIMKHUH T1TUC, IKUA MOYKHA JIETKO
MOPIBHSTH 3 1HIIUMU MiAMHCAMHU.

3.17 Metapaani: HaGip nanux, siki OMUCYIOTh Ta HAAAIOTh 1H(POPMAIIiO PO 1HIII JaHi.

3.18 MIDAS: MetareHOMHa CUCTEMa aHaJi3y BHYTPIIIHbOBUI0BOTO PI3HOMAHITTS.
[HTeTpOBaHN OOUNCITIOBAIBHUI KOHBEED JJIs1 KUTBKICHOT OIIIHKY YMCEIHHOCTI
OakTepiabHUX BUJIB Ta IIOKPUTTS METar€HOMIB Ha OCHOBI 0J1aCT-BUPIBHIOBAHHS 3
MaHEJUTIO YHIBEPCATHbHUX OJHOKOMINHUX TEHIB.
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3.19 N50: Cratuctuka N50 3a3Bu4ail BHKOPUCTOBYETHCS JIJIsI TPy0Oi OIIHKK TeHOMHHUX 301pOK.
Bona noka3ye qoBxuHY KOHTUTA (B 0a30BUX Mapax), IUIsl SIKO1 MOJIOBUHA TIOCIITOBHOCTI
reHoMY 310paHa B KOHTHTH, PO3MIp SIKUX OUTbIINN a00 TOpiBHIOE po3Mipy KoHTHTa N50.

3.20 NCBI: HamionanbHuii neHTp 6ioTexHon0ri4Ho1 iH(opMariii.

3.21 PNI: PulseNet International.

3.22 QA/QC: 3abe3mnedeHHs SKOCTI/KOHTPOIb SIKOCTI.

3.23 Oninka sikocTi: OmiHKa SKOCTI ISl KOKHOT OKpeMOi 1o3ullii 0a3u B TIOCIIIOBHOCTI, 1110
BKa3y€ Ha TOYHICTh PO3ITi3HaBaHHS HYKJICOTHIHUX OCHOB. BUKOPHUCTOBYIOTHCS OIIIHKH
Phred, ne Q = -10log (iMOBipHICTh MOMUJIIKH). UMM BUIIIHMI MOKA3HUK SKOCTI, TUM
HAJIMHIIINM € TTOKa3HUK po3mizHaBaHHs. Q30 o3Havae, 1110 IMOBIPHICTh TOMHIIKOBOTO
po3IMi3HaBaHHs B Ii#i mo3utlii cranoBuTh 1 10 1000.

3.24 Read: Onunnis 6esnepepBHoi nocnigoBHocTi JJHK (map HykiaeoTuais), oTpuMana
NUISIXOM CEKBEHYBaHHS YyacTUHU (pparmeHToBanoi JJHK-mimeHi.

3.25 Homep SAMN: Vuikansuuii inenrudikarop NCBI (Homep noctymy) s 6i03paska
MOCITIIOBHOCTI (MeTaaH1).

3.26 COII: CrannapTtHa onepailiiiHa nporeaypa.

3.27 SRA: ApxiB NoCIiTOBHOTO YHTAHHS.

3.28 Homep SRR: Vuikanbnuii inenrudikarop NCBI (Homep npuenHanHs) 171l 3aBaHTAKEHUX
34UTYBaHb CHPOI TTOCIIIIOBHOCTI.

3.29Terra.Bio: XmapHa miardopma 1711 aHani3y HOCHIIOBHOCTEH, po3pobiieHa [HecTuTyToM
Bbpoyna MaccauyceTchKOro TEXHOJIOTTYHOTO IHCTUTYTY Ta ['apBapACbKUM yHIBEPCUTETOM 1
BUKOpucToBYyBaHa komnanieio Theiagen Genomics (Highlands Ranch, Konopano, CILIA),
1100 3amponoHyBaTH TUIATHY CHIBHY I1aTGopMy 1s 1abopaTtopiii TpoMajChKOro
3I0pOB's AJIs PO3MIIIIEHHS, aHali3y Ta oominy ganumu (Libuit ef al., 2023).

3.30 TSV: 3nauenHs, po3/ijeH1 TaOyIAIIEIO.

3.31 III'C: I1oBHOTreHOMHE CeKBEHYBAHHS BCbOT'O FEHOMY.

4. OBOB'SI3KU:

4.1 Tlepconan PulseNet BUKOHYE OIIHKY SIKOCT1 Ta T€HOTHUITYBaHHS KOPOTKUX MOCIIOBHOCTEH
3uutyBaHHs [llumina, ctBopenux g cnoctepesxenHs PulseNet International 3
BUKOpUCTaHHAM IutaTdopmu Terra.Bio. Hamonernueo pekoMeHayeThbes AUTUTHCA JaHUMU
WGS 3 inmmmu yyacaukamu PNI misixom 3aBantaxenss B NCBIL

5. INPOLEAYPA:

MHMPUMITKA: /lani nocniooenocmeti modicna imnopmysamu 6 Terra 0OHUM 3 MPbOX
cnocobis: (1) 3a6anmasiceHts 3 10KATbHO20 Mepedrcego2o cxosuwa (kpoku 5.1 - 5.3), (2)
npama nepedava 3 xmapu 6 xmapy 3 lllumina BaseSpace (0dodamox PNID0I-1), (3)
saeanmadicentss 3 NCBI SRA (0odamokx PNID0I-2)

5.1 IMigroryire ¢aitj MeTaJaHUX JJIA MOCTIIOBHOCTEM, AIKi OyAyTh 3aBaHTaKeHi Ha
Terra . ®aiin meTananux mos's3yBatuMe 3aBanTaxeHi FASTQ-daiinu 3 BiIMOBI THUMH
IMEHaMH 3amuciB y 0a3i JaHUX, TOOTO KIIFOYaMH 3aIUCIB.

5.1.1 Buxopucroyiite Excel, mo6 Bigkputu mabinoH ¢dainy Metaganux y Gopmarti tsv.
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5.1.2 HactymnHi Tpu KOJIOHKH € 000B'I3KOBUMU:

5.1.2.1 Entity:collection_name _id. e Ha3Ba xonekiiii ganux Terra (Tabnuil gaHuX), 10
SIKO1 BH XOUETe 3aBaHTAKUTH Ballll MMOCTIIOBHOCTI, HATIPUKIIA],
entity:CDC_ATCC Sequences id. [nenTudikaropu mramip (KJIOYi IJ1s1 BXOAY) B
Terra Ha3uBarOThCA ""CyTHOCTAMH'.
MHNPUMITKA: npobinu ma mupe ne donyckaromocs. "entity:" ma " id" €
0608'a3x06umu 015 Terra 6 Ha3gi cmoenysi.

5.1.2.2 Readl. IM's daitny fastq.gz nns unranss 1 3anucy.

5.1.2.3 Read2. Im's ¢aitny fastq.gz myis yntanHs 2 A7 3a1mcy.

Trees, Eija (CDC/DDID/NCEZID/DFWED) (CTR)  T€
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9 |aTcc 51812-C2_SE 51812-C2-B-M947-23-007_511_L001_R1_001.fasta.gz | 51812-C2-B-M947-23-007_511_L001_R2_001.fasta.gz
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5.1.5

IPUMITKA: ioenmugpixamop wmamy ne 0608'13k060 nogurer 30icamucs 3 6y0b-
KO YACMUHOW IMeHi ¢haiiny fastq.gz.
CkomitoiiTe Ta BcTaBTe iMeHa ¢aiiniB fastq.gz mis Ko)KHOTO mTamy B KosoHkH "read 1"
ta "read2". [lepexonaiitecs, mo iMmeHa (aiiniB 3aKiHIyIOThCs Ha "fastq.gz".

- tract CDC ATCC sequences - o x
Wome  Sare  View | Compressed FolderTools )
© = v 1 |E > ThisPC > Local Disk(C) > Terra > CDC ATCC sequences. v ‘ [3) ‘ O Search CDC ATCC sequences
T +My_Documents A" Name - Date modified Type Size =
| A B T New folder 2/8/2023 1212 PM File folder }
| T CDC ATCC sequences 10708-C1-M3235-23-002_S16_1001_R1_001 fastq 1/25/2023 911 AM GZ File 152,935 KB 8
T Paper reviews 10708-C1-M3235-23-002_516.L001_R2_001 fastq 1/25/2023 9:11 AM GZFile 175618 K8 |
1 o 10708-C2-M3235-23-002.517 1001 R1_001 fastq 1/25/2023 9:11 AM GZFile 251050 K8
I g 10708-C2-M3235-23-002.5171001_R2_001 fastq 1/25/2023 911 AM GZFile 273935 KB ‘
B 10708-C3-M3235-23-002_518 1001_R1.001 fastq 1/25/2023 911 AM GZFile 261478 KB (
[ NCEZID-DFWED-EDLB-NGSMU - Historcal Saimonella FIA Manuscript - Hisoric ooty oy e ey ozt FEEVERCE
@ OneDrive - CDC file 148,748 KB
17802-C1-M947-23-007 51,1001 R2.001 fastq file 128117 KB
= This PC aut
17802-C2-M47-23-007.52.1001_R1_001 fastq file 192254 KB
T +AHB_OUT_Process-ro 17802-C2-M947-23-007.52_1001_R2_001 fastq = File 197471 KB
1 +CCID.NCZVED_DFBMD.EDLB 17802-C3-M947-23-007_53_L001_R1_001 fastq . File 178324 KB
i 1 +CCID_NCZVED_DFBMD_EDLB-FC 17802-C3-M947-23-007_S3_L001_R2_001fastq S File 188470 KB
1 +CCID_NCZVED_DFBMD_PulseNet File 290392 KB
- | Right to left Reading order
- IREETATSE | Show Unicode control characters pB Sl
T +FCID_DBMD.1_Share-fc 25922:C2:M3235-23-002 520 LOOTRIOOTBSG  jnsert unicode control character > |1 EEHI
R i 25922 C2 M5 BOCLSHLO ROt file 224490 KB
| T R AR R 25922-CM3235- 23002 S LOONRLOOLESD — pecomyesion file 243397 KB
25922-C3-M3235-23-002.521 1001 R2_001fastq —————1/25/20Z3 STZ AN wZ File 277,029K8
o TR R R 33560-C1-M947-23-007.54.1001_R1 001 fastq 2/28/2023 4:41 PM GZFile 89679 KB
| } NECEEDIBRERI R Be et 33560-C1-M947-23-007_54 L001_R2_001 fastq 2/28/2023 4:41 PM GZFile 99987 KB

30epexith (aiin y popmari tsv: Bubepith "30epertu k" 1 "TekcT (3 po3aiIeHHIM
talyssmiero) (*.txt)". [lepexkonaiitecs, o iM'st Bamoro ¢aiiny 3aKiHuyeThcs Ha ".tsv".
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[Text (Tab defimited) ¢-tx) EEE

Excel Workbook (*xIsx)

Excel Macro-Enabled Workbook (*xism)

Excel Binary Workbook (*xisb)
Excel 97-2003 Workbook (*xIs)

CSV UTF-8 (Comma delimited) (*.csv)

XML Data (*xml)

Single File Web Page (*mht, *mhtml)

Web Page (*htm, *.html)

‘ % This PC

Excel Template (It

Excel Macro-Enabled Template (*xitm)

T Addarace
= Browse

Publish

Close

Excel 97-2003 Template (*It)

Text (Tab delimited) (xtxt)

Unicode Text (~bxt)
XML Spreadsheet 2003 (*xml)

Microsoft Excel 5.0/95 Workbook (-xls)

CSV (Comma delimited) (*.csv)

Formatted Text (Space delimited) (*prn)

Text (Macintosh) (*.txt)
Text (MS-DOS) (+:bxt)
CSV (Macintosh) (*.csv)
CSV (M5-DOS) (*.csv)

DIF (Data Interchange Format) (*.dif)

SYLK (Symbolic Link) (-s1k)
Excel Add-in (*lam)

Excel 97-2003 Add-in (*xla)
PDF (*pdf)

XPS Document (“xps)

DL«

2PM

5.2 Ysiiaite Ha Terra 3a nonomorow Chrome ta cBoro o6sikoBoro 3anucy Google
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Welcome to Terra Community ﬂ Welcome {
Workbench : . Workbenc

Welcome ta S smimincode
Workbench

5.3 3aBanTakre ¢aiiam nocaioBHocTe Ta MeragaHi 10 Terra
5.3.1 VY posnini "Po6oui mpocropu Terra" BubepiTh BKkIaaky "JlaHi", HATUCHITH
"ImmopryBatu nani" 1 BuGepiTh "BigkpuTh 3aBaHTa)KyBad JaHUX'" Y BUIIAIAI0UOMY

— | Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > coviD-19 ay
— WORKSPACES Data Data &.Tools 40
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY @

B Select a data type from the navigation panel on the left -

I ate:

per hour

Upload TSV ‘

Open data uploader

Add reference data

B 2300109 (2) 6]
CDC_ATCC_Seq... (15) ©®
B CDC_ATCC_Sequ.. (9) @
lllumina_PE_v1-.. (25) ®

B pni_training_sa.. (11) @

pni_training_sam... (1) ®
B pnusa_m_gj_cer.. (37) @

pnusa_lm_cj_cer.. (13) @

= - 1118 AM
g P Type here to search i 2 COICRENINEE] vy E@‘

5.3.2 Binkpuerbcs BikHO "3aBaHTaxkyBad qaHuX'". SIKI1o Bamr 00JIIKOBUHN 3aIKC Ma€ JOCTYII
710 KIJIbKOX poOOYUX MPOCTOPIB, CIIOYATKY MOTPIOHO BUOpATH poOOUMiA IPOCTIp, 10
SIKOTO BU Oa)kacTe 3aBaHTaKUTHU JaHl.
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(@) DATA UPLOADER

231 SELECT A WORKSPACE

You must first select the workspace you wish to upload your files into. You have access to the following workspaces:

Search Workspaces ] [Tags v ] [ Billing project v ] Clear

theiagen_pni > TheiaProk_PNI_Training_ETrees

**Terra workspace created for the Introduction to Bacterial Characterization using the Terra Platform Training Workshop**

Last Modified: Oct 16, 2023 Created By: kevin.libuit@theiagen.com

theiagen-validations > PNI_Eval_Workspace
**PNI Evaluation Workspace**

Last Modified: Nov 9, 2023 Created By: frank.ambrosio@theiagen.com

5.3.3 A6o BuOepiTh iICHYIOUY KOJICKIIIF0, HATUCHYBIIIM Ha Ha3BY KOJICKIIIi y CITUCKY, 200
CTBOPITh HOBY KOJICKIIIIO.

fr— @ DATA UPLOADER [a )
- theiagen_pni
% WORKSPACE TheiaProk_PNI_Training_ETrees Change

[ SELECT A COLLECTION @ C]

Each collection represents a group of files with a single metadata file describing the table structure. You can create a new collection, or add files to an existing one.

Choose an existing collection

‘ CDC_ATCC_Sequences ‘

‘ pnusa_lm_cj_certification

+ Create a new collection

5.3.4 VY poznini "3aBaHTaXuTH (Qaitnu 1aHux'" HATHCHITH "3aBaHTaKUTH'".

A Iy 5
DATA UPLOADER =0
e thelagen_pni h
s WORKSPACE TheiaProk_PNI_Training_ETrees Change
COLLECTION CDC_ATCC_Sequences Change
) q hang:
@ UPLOAD YOUR DATA FILES (e
Upload the files to associate with this collection by dragging them into the table below, or clicking the Upload button.
‘You may upload as many files as you wish, but each filename must be unique.
CDC_ATCC_Sequences/ ) Delete
O Name Size Last modified
O 10708-C1-M3235-23-002_S16_L001_R1_001.fastq.gz 149 MB Feb2,2023 m
O 10708-C1-M3235-23-002_S16_L0O01_R2_001 fastq,gz 172 MB Feb2,2023
|
O 10708-C2-M3235-23-002_S17.LO01_R1_001 fastq.gz 245 MB Feb2,2023
O 10708-C2-M3235-23-002_S17.L0O01_R2_001 fastq.gz 268 MB Feb2,2023
O 10708-C3-M3235-23-002_S18_LO01_R1_001 fastq.gz 255 MB Feb2,2023
ﬂ O Type here to search it l D E A o e T 0) :;Z;i’(‘,'f L)
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5.3.5 [TIlepeitaite no micus, e 30epiratotees daitmm FASTQ, Bubepith daiinm, ki moTpiOHO
3aBaHTAXXUTH, 1 HATUCHITH "Binkputu".

x
« v 1|1 « Local Disk(C) > Tema > CDC ATCC sequences > v O] P searchCDCATCC sequences
Organize > New folder E- O @
% WORK 1 +NCEZID_DFWED_EDLB_PulseNet Data-FC A Name - @ Change
1 +NCEZID_DFWED_PulseNet_Datasets-FC 91 10708-C2-M3235-23-002.5

10708-C2-M3235-23-002 5

1 +NCEZID_DFWED PulseNet Datasets-RO
10708-C3-M3235-23-002 5"

1 +NCEZID_DFWED_WGS-fc
0 coLLg 10708-C3-M3235-23-002.S Change
1 +NCZVED_DFBMD_PulseNet WGS-FC TR
1 +NCZVED_DFEMD_PulseNet WGS-RO TS| No e satable
R +OID_EDLB COCCOL-RO 17802-C2-M947-23-007_52.
1 +0ID Minion User Group-FC 17802-C2-M947-23-007.52.
1 +OID_NCEZID_DRWED-FC &) 17802-C3-M947-23-007 53,
Upload the f| - - = Upload button.
1 +OID_NCEZID_PulsenctSneakerProd-RO 17802-C3-M947-23-007.S3,
You may upl| T +OIDNCEZID_pulsenetsneakerTest-RO 25922-C1-M3235-23-002.5°
F [l 25077-01-M2235-23-002 ¥
5 Local Disk (C) v o< >
CDC_ATC File name: 17802 C3-M947-23-007_53_L001_R2_001.fastq” “17802-C1-M9< | Al Files v CICLEEsRy @ Delete
O Name Size Last modified

5.3.6 3'sBuThCH cIUIMBaIOUE BIKHO "3aBaHTaKCHHs TpUBa€". 3aBaHTAKECHHS MOXKE 3alHATH
KUTbKa XBUJIMH, 3aJICKHO BiJl KUTBKOCTI (haiJIiB, 110 3aBAaHTAXYIOTHCS, Ta IPOITYCKHOL
3JIaTHOCTI Bamoro IHTepHer

Upload in Progress...

Uploading file 2 of 18

Currently uploading:
17802-C1-M947-23-007_S1_LO01_R2_001.fastq.gz
Size:

125.1 MB

ABORT UPLOAD

5.3.7 [Ilicas Toro, sk CIIMBalO4Ye BIKHO 3HUKHE, HATUCHITH "Jlam".

e Bema
= DATA UPLOADER Q
e theiagen_pni chi
s WORKSPACE TheiaProk_PNI_Training_ETrees ange
{ O coLLECTION CDC_ATCC_Sequences Change
~
[ UPLOAD YOUR DATA FILES X
Upload the files to associate with this collection by dragging them into the table below, or clicking the Upload button.
You may upload as many files as you wish, but each filename must be unique.
CDC_ATCC_Sequences/ I Delete
[0 Name Size Last modified ‘
O 10708-C1-M3235-23-002_S16_LO01_R1_001.fastq.gz 149 MB Feb 2,2023 n

5.3.8 VY pozaim "3aBaHTaxuTu ¢aitiu MeragaHux" HATUCHITH "3aBaHTAKUTH"
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thelagen_pni h
WORKSPACE TheiaProk_PNI_Training_ETrees ange
‘ 0O COLLECTION CDC_ATCC_Sequences Change
‘ B pataFiLEs Includes 48 files Change

UPLOAD YOUR METADATA FILES

Upload a tab-separated file describing your table structures.
* Any columns which reference files should include just the filenames, which will be matched up to the data files in this collection.
* The first column must contain the unique identifiers for each row. The name of the first column must start with entity: followed by the table name, followed by _id.

For example, if the first column is named entity:sample_id, a table named "sample” will be created with "sample_id" as its first column. There are no restrictions on other
columns.

Drag and drop your metadata .tsv or .txt file here

5.3.9 [Ilepeiinith 0 MicI, e 30epiraerbes ailsl MeTagaHux tsv, BUOEpiTh (aiin, ssKuit
MOTPIOHO 3aBaHTAXXUTH, 1 HATUCHITH "Bigkputu".

BeTA

@ Open X
1 1 « Local Disk(C) > Terra > CDC ATCC sequences > v O P Search CDCATCC sequences
Organize +  New folder =~ O @
' ~ ~ entity:CDC_ATCC_Seq a
‘ 1 +NCEZID_DFWED_EDLB PulseNet Data-FC Name tences 54 readt Change
1 +NCEZID_DFWED_PulseNet_Datasets-FC 3 read2
T New folder ATCC-17802-CL_VP
1 +NCEZID_DFWED PulseNet Datasets-RO 3 17802-C1-
manual upload metadata 230102 o, ,17802°C3"
O coLLE 1 +NCEZID_DFWED WGS-fc &) manual_upload_metadata_23011C _R1_001. fastq Change
1 +NCZVED_DFBMD_PulseNet WGS-FC <) manval_upload_metadata 230328 Mgn—ézgggiﬁimnl
1 +NCZVED_DFBMD PulseNet WGS-RO _R2_001.fastq
-DrBMD Pulseliel 3 ATCC-17802-C2_vP
1 +0ID_EDLB_CDC_COL-RO 2-C2-
‘ B pata M947-23-007_S2_L001 Change
1 +0ID_Minion_User_Group-FC ~RI00Lfastq.
“C2-
1 +OID_NCEZID_DFWED-FC MO47-23-007_S2_1001
N . _R2_001.fastq
11 +OID_NCEZID_PulsenetSneakerProd-RO ATCC-17802-C3_vp ES
] +OID_NCEZID PulsenetSneakerTest-RO -c3-
M947-23-007_S3_L001
Upload a ta Salocal Dk (C) v o< > -RL_001.fasta_ V
File name: [manual upload_metadata 230328 ~] [custom Fites v - .
* Any col Lupload. = ‘ ‘ ‘ the data files in this collection.
« The firs hust start with entity: followed by the table name, followed by _id.

For exampile, if the first column is named entity:sample_id, a table named "sample” will be created with "sample_id" as its first column. There are no restrictions on other
columns.

Drag and drop your metadata .tsv or .txt file here Q

5.3.10 Ha mactymHomy ekpaHi nepeBipTe, 1o ¢aiinu fastq.gz mos's3aHi 3 NpaBUIBHUMH
KJIFOYaMH BXOJYy, 1 HATUCHITH "OHOBUTH TaOIHIIO" .
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@ Upload

« > c

@ appiterra,

X | @ JobManager

X | B2 5c8c0202-5..427aead3e - Bucke: X | +

with the new values.

ATCC-17802-C1_VP

ATCC-17802-C2_VP

ATCC-17802-C3_VP

ATCC-33560-C1_CJ

entity: CDC_ATCC_Sequence...

P

Updating Table: CDC_ATCC_Sequences

23cdded-78b1-4bfa-944d-95e42’

DC_ATCC_Sequences

UPLOAD YOUR METADATA FILES

A RENAME TABLE

If this table looks right to you, click the button on the right to update the table in your workspace.

A readl (updated)

17802-C1-M947-23-007_S1_L0O01_R1_001 fastq.gz
17802-C2-M947-23-007_S2_L0O01_R1_001 fastq.gz
17802-C3-M947-23-007_S3_LO01_R1_001.fastq.gz

33560-C1-M947-23-007_S4_L001_R1_001.fastq.gz

CAN 4‘ UPDATE TABLE ’

A This workspace already includes a table with this name. If any new rows have the same CDC_ATCC_Sequences_id as an existing row, the data in that row will be updated

¢ A read2 (updated)

17802-C1-M947-23-007_S1_LO01_R2_001 fastq.gz

17802-C2-M947-23-007_S2_L0O01_R2_001 fastq.gz

17802-C3-M947-23-007_S3_LO01_R2_001.fastq.gz

33560-C1-M947-23-007_S4_L0O01_R2_001.fastq.gz

v o X

e % 0@ :

ATCC-33560-C2_CJ 33560-C2-M947-23-007_S5_L001_R1_001.fastq.gz 33560-C2-M947-23-007_S5_L001_R2_001.fastqg.gz

ATCC-33560-C3_CJ 33560-C3-M947-23-007_5S6_LO01_R1._001.fastq.gz 33560-C3-M947-23-007_S6_LO01_R2_001 fastq.gz

ATCC-51812-C1_SE 51812-C1-B-M947-23-007_S10_LO01_R1_001 fastq... 51812-C1-B-M947-23-007_S10_LO01_R2_001 fastq.gz

ATCC-51812-C2_SE 51812-C2-B-M947-23-007_S11_LO01_R1_001 fastgq. 51812-C2-B-M947-23-007_5S11_LO01_R2_001.fastq.gz

ATCC-51812-C3_SE 51812-C3-B-M947-23-007_512_L001_R1_001 fastq,. 51812-C3-B-M947-23-007_512_L0O01_R2_001 fastq.g:

5.3.11 Ha ekpani "3aBaHnTakeHHs JaHUX" 3'sIBUTHCA MoBimoMiIeHHs "['oToBO". Bu MoxkeTte

MEPETJISTHYTH OHOBJICHY TaOJUITIO JAHUX, HATUCHYBIIN HA TIOCUJIAHHS, SIKE 3'IBUTHCS
Ha eKpaHi.

MNPUMITKA: Cmosnyi, wo 8idobpadxcaromovcs 8 madbauyi 0aHux, MO’CHA
Hanawmysamu. J{ns 3pyuHoCcmi Hagieayii pekoMeHOYEMbCs CMBOPUMU OKpeMI
nodamuts 015 nokasnukie KK, pesynomamie ceHomuny8anus ma memaoanux.
3eepnimvcest 0o 0ooamxkie PNID01-3 (Iloxasnuxku konmponto sikocmi), PNID01-5
(I'enomunyeanus) ma PNID01-6 (Memaodani) 0151 ompumanHs iHCmpyKyit ujooo
HAIaumy8auHs cmoenyie maobauyi oanux ons cnocmepedicenns PulseNet.

,0“ DATA UPLOADER

thelagen_pni

* WORKSPACE TheiaProk_PNI_Training_ETrees Change
O coLLEcTION CDC_ATCC_Sequences Change
Ia DATA FILES Includes 48 files Change
METADATA TABLES Updated table CDC_ATCC_Sequences, added or modified 9 rows Change

DONE!
2 View the CDC_ATCC_Sequences table in the workspace ~ ———

Create a new table in the CDC_ATCC_Sequences collection

[ start over with another workspace or collection
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WORKSPACES

Data

Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees >

coviD-19
Data & Tools

DASHBOARD DATA

ANALYSES WORKFLOWS

JOB HISTORY

TABLES v
a
E 2300109 (2) ®
CDC_ATCC_Seq... (24) ©
B cDC_ATCC_Sequ... (9) @
llumina_PE_v1-.. (25) ®
Bl pni_training_sa.. (11) @
pni_training_sam... (1) ®

B pnusa_im_cj_cer.. (37) ©

pnusa_lm_cj_cer.. (13) ®

REFERENCE DATA ~

© IMPORT DATA

# EDIT X OPEN WITH...

B EXPORT £ SETTINGS

0 rows selected

Rar]
per hf

m]
E]

CDC_ATCC_Sequences_id
ATCC-10708-C1_SE
ATCC-10708-C2_SE
ATCC-10708-C3_SE

I ATCC-17802-C1_VP
ATCC-17802-C2_VP
ATCC-17802-C3_VP
| ATCC-17802_VP

ATCC-25922-C1_EC

0O 0 0O 0 o o o o o

ATCC-25922-C2_EC

]

108

number_co.. ®f
51
49

50

readl

10708-C1-M3235-23-002_S16_L001 R1_001 .fastq.gz

10708-C2-M3235-23-002_S17_L001_R1_001.fastq.q:

10708-C3-M3235-23-002_S18 1001 R1_001 .fastq.gz

17802-C1-M947-23-007_S1_LOO1_R1 001 fastq.oz

17802-C2-M947-23-007_S2_L0O01_R1 001 fastq.gz

17802-C3-M947-23-007_S3_LO0O1_R1 001 fastq.gz

ATCC-17802-M947-22-040_S4_LO01_R1_001.fasta.gz

5922-C1-M3235-23-002_$19_L001_R1 001 fastq.g

25922:C2:M3235-23-002_S20_L001_R1_001.fastq.0z
—

1-240f24 [« [ <] > ] [» ] itemsper page: 100 v]

©f  read2

10708-

17802-
17802-
ATCC-1"
25922

25922-

»

5.4 3anmycTiTh po604Hii mpouec KOHTPOJIIO AKOCTI Ta reHoTUNYBaHHsA. Pobounii mpouec
TheiaProk Bukonye QC cupux 34nTyBaHb IMOCTIOBHOCTEH, 30Upae cupi 3UnTyBaHHs de
novo 3a gornomororo Skesa, a motim Bukonye QC 36ipku Ta ineHTu¢ikamnito Bugy. Takox
JOCTYIIHI PI3HOMAaHITHI aHaI31 TEHOTUITYBAaHHS, 10 MIAXOAATE AJI JTAHOTO BUTY.

54.1

DASHBOARD DATA

.‘ WORKSPACES

‘Workflows

ANALYSES WORKFLOWS ~ JOB HISTORY

Ha Bxmaani "Po6oui npouecu"” Bubepith "TheiaProk Illumina PE PHB".

Workspaces » theiagen_pni/TheiaProk_PNLTraining_ETrees >

WORKFLOWS

Find a Workflow

(+]

BaseSpace_Fetch

Souree:Dockstore ©

< [=] =]

BaseSpace_Fetch_PHB

Sotrce. Docstore ©

KSNP3

V.v130
Source: Dockstore

Lyve_SET

QO || safedSocisore 6}

Lyve_SET_PHB

V130
Source: Dockstore

MashTree_FASTA SRA_Fetch
V.v100 V.vl4l
® || Solree:bockstore ® || Solieeipockstore ®

SRA_Fetch_PHB

V.vi30
Source: Dockstore

Terra_2_NCBI_PHB

O || Slieebockstore ®

TheiaProk_lllumina_PE

V.vi3o
Source: Dockstore.

TheiaProk_lllumina_PE_PHB

V. main
Source: Dockstore

5.4.2 Ha expani "TheiaProk Illumina PE PHB":

5.4.2.1 Bubepits octanHio Bepcito podouoro mporecy TheiaProk Illumina PE PHB 3i
cnagHoro meHio "Bepcis".
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—_— Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees » workflows »
= O WORKSPACES TheiaProk_lllumina_PE_PHB
DASHBOARD oaTA ANALYSES  WORKFLOWS 0B HISTORY

€ Backto list

® TheiaProk_lllumina_PE_PHB

Source: g . = health_bioinformatics/TheiaProk_lllumina_PE_PHE2.0.1

Synopsis. v1.0.1
Nodocur

O Runw V110 by file paths
® Runw 2d by data table
V120
Ster step2
viz1
e TV BB e
V130
Useci p00 puts @ [ us © [ Retrywithmorememory @  [Jignore empty outputs @
v201 v
. Yo e o w () e ()

Nowsloadicon | 0 ek i unioadicon | O oo "

5.4.2.2 Y poznini "Kpox 1" Bubepits "Tun kopens", ToOTO TaOIUIO TaHUX, B K1
3HaxoATheA 3pa3ku, Hanpukiag, "CDC ATCC_ Sequences".
MNMPUMITKA: /[na 6invwocmi mabauys Oanux € 08a eapianmu. 0CHOBHA MAaOIUYsL
OaHUX, WO MICMUMb OKpeMi 3anuci 3pasKie, i mabauys 0aHux Habopis, wo Micmumso
HaboOpu 3pasKie, AKi BUKOPUCTNOBYIOMbCA 01 (iloceHemUYH020 AHAI3Y,
saeanmadicents 3 NCBI mowo (nanpuxnad, CDC _ATCC Sequences_set).
Ilepexonaiimecs, wo 6u 8UOPaIU 20106HY MAOIUYIO OAHUX.

E—— Workspaces » theiagen_pni/TheiaProk_PNL_Training_ETrees > workflows >
= O WORKSPACES TheiaProk_lllumina_PE_PHB
DASHEOARD DATA ANALYSES ~ WORKFLOWS  JOB HISTORY
€ Backtolist
® TheiaProk_lllumina_PE_PHB
Source: health _illumina_PE_PHEN2.0.1
Synopsis
o documentation provided
O Run werkflow with inputs defined by file paths
® Run workflow(s) with inputs defined by data table
step1 step2
P selectastatanle | 300109 v w No data selected
2300109_set 5
B2 Use call caching @ sutputs @ [t O [Oretrywitn o 0 puts O
ysi
SCRIPT outPUTs  we
CDC_ATCC_Sequenc
Hide optional inputs % Download json | Drag or click to upload json | Clearinputs | SEARCH INPUTS
CpC_aTcc_Sequenc 3
Task name } et Variable Type Input value
theiaprok_illumina_{ llumina_PE_v1-0-0 readl File [[reauired Blue
Illumina PF v1-0- W
theiaprok_illumina_pe. read2 File [[Reauired Blue
theiaprok_illumina_pe samplename sting [requirea Jei 0

5.4.2.3 Y poznini "Kpoxk 2" natucHiTh "BubpaTtu gani" (ckpinmot Buiie). Bu morpanure 10
Ta0JINIII JaHWX, BKa3aHOi Ha KpoIli 1.

5.4.2.4 BubepiTh mTamMu JJI aHaJi3y 1 IPOKPYTITh CTOPIHKY AOHU3Y, 11100 HaTtucHyTH "OK".
NPUMITKA: saxwo mabauys oanux micmums nonao 100 3anucie i 6u écmanogume
npanopeys "Budinumu eéce"” bins nazeu mabauyi oanux, 6yoe suopano auwe 100
3anucis.
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Select Data

@ Choose specific CDC_ATCC_Sequencess to process
O Choose existing sets of CDC_ATCC_Sequencess

Select CDC_ATCC_Sequencess to process 8 SETTINGS 3 rows selected = ADVANCED SEARCH (o}

a- CDC_ATCC_Sequences_id 10 i amrfinderplus_amr_genes ® £ amrfinderplus_virulence_genes ® plasmidfinder_plasmids

a ATCC-10708-C1_SE mdsA,mdsB sinH,iroB,iroC;sodC1 IncFIB(S),IncFlI(S)

a ATCC-10708-C2_SE mdsB,mdsA sinH,iroB,iroC,sodC1 IncFIB(S),IncFlI(S)

a ATCC-10708-C3_SE mdsB,mdsA sinH,iroB,iroC.sodC1 IncFIB(S),IncFlI(S) Z:c: 1
ATCC-17802-C1_VP

ATCC-17802-C2_VP -
ATCC-17802-C3_VP

o e T YOI I -

1-240f24 [« ][ <] [> ] [» | items per page: [100_+

Select COC_ATGC.Seaquencess o process % SETINGS | 8 ows sfocied = novanceo seancr a

O~ | CDC_ATCC_Sequences_id amrfinderplus_amr_genes amrfinderplus_virulence_genes  ®%|  plasmidfinder_plasmids OF  seqgse
- mreemorUreve o - N
ATCC-51812-C3_SE ‘
(m] BAA-679A-C1_LM lin,fosX No VIRULENCE genes detected by N... | No plasmids detected in database
(m] BAA-679A-C2_LM lin,fosX No VIRULENCE genes detected by N... ‘ No plasmids detected in database
a BAA-679A-C3_LM lin,fosx No VIRULENCE genes detected by N... No plasmids detected in database
(m] BAA-679A_LM lin,fosx No VIRULENCE genes detected by N... ‘ No plasmids detected in database ﬂ
(m] BAA-679B_LM lin,fosX No VIRULENCE genes detected by N... ‘ No plasmids detected in database

< 3 S 7

1-240f24 [«][<] [>][»] ttems per page:

Selected CDC_ATCC_Sequencess will be saved as a new CDC_ATCC_Sequences_set named:

TheiaProk_lllumina_PE_2023-03-28T15-33-03 O

CANCEL m

5.4.2.5 3uimiTh npanopens 3 myHKTY "Use call catching".

.‘ P — Workspaces » theiagen priftheiaProk_PNLTraining.ETrees » workiows 3

TheiaProk_lllumina_PE_PHB

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY

€ Backtolist
® TheiaProk_lllumina_PE_PHB

Source: _health._t _llumina_PE_PHE2.0.1
Synopsis:

No documentation provided
O Run workflow with inputs defined by il paths
® Run workflow(s) with inputs defined by data table

- stop2

o

< Dusecalicaching © _Jpelee . ° ou 0 Oreuywinmorememory @  Cignore empty outputs ©
"

5.4.2.6 Ha Bknaaui "Bxigni nani" BKaXiTh HACTYIHI BXiJHI 3Ha4YeHHS B KOJIoHII "ATpuOyT"
(TPOKPYTITH CITUCOK BHU3):
MMPUMITKA: Koau su 3anosnioeme cmoenyux "Ampubym”, kiayanus cepeouni
KIIMUHKU BIOKPUBAE CNAOHe MeHI0 ampubymis, sKi 8u Modceme subpamu, oo
VHUKHYMU NOMUTIOK (CKPIHUWLOM HUdCYe).
5.4.2.6.1 3uuryBanus 1: "This.read1".
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5.4.2.6.2 Read2: "This.read2".

5.4.2.6.3 Im's 3paska: "This.data table name_id", nanpuknarn,

This.CDC_ATCC_ Sequences_id.
5.4.2.6.4 Call ani: "True".

SCRIPT INPUTS

- (E=5)

© +  outputs

oot (D

Hide optional inputs

Download json | Drag or click to upload json | Clearinputs | SEARCH INPUTS

Task name | Variable Type Input value
theiaprok Hluminalpa read1 File [[isreacn Bjue
e e read2 File [[isreacz Blue
theisprok_iiumina_pe samplename string [[thiscoc Jro
T o o this CDC_ATCC_Sequences_id 7 “
‘ amfinderplus task A et [Comtons: Jea
shovill_pe trim Boolean I Optional
theiaprok_illumina_pe call_ani Boolean [ trud
‘ theiaprok_illumina_pe call_kmerfinder Boolean [ Optional

5.4.2.7 Ha Bxiamii "Outputs"

HATUCHITH "BUKOpHUCTOBYBaTH 32 3aMOBUYBaHHSIM".

SCRIPT INPUTS ©

Output files will be saved to

outeuTS

: )

[ Files/ submission unique 1D/ theiaprok _illumina_pe / workflow unique ID.

Referenc
B Tables/ CDC_ATCC_Sequences

s to outputs will be written to

Fillin the attributes below to add or update columns in your

data table

Download json | Drag or click to upload json | Clear outputs

<_

SEARCH OUTPUTS

IH

Jor

Ju

Jes

Jo

Jea

IH

Task name | Variable Type Input value | Use defaults
theiaprok_illumina_pe abricate_abaum_plasmid_tsv File [ this abricate_abaum_plasmid_tsv
theiaprok._illumina_pe abricate_abaum_plasmid_type_genes string [ this abricate_abaumn_plasmid_type_genes
theiaprolilumina._pe abricate_database string [ snisabricate_database

neapri umina pe arcte docer sng (s avreare socver
reiaproumina_po agnatesrcanonica suing ((nssavoreorcanonca
T U suing [E—
theiaprok._illumina_pe agrvate_agr_match_score string [ this agrvate_agr_match_score

Jer

5.4.2.8 HarucHitp "36epertu" (CKpiHIIOT BHILE).
IMPUMITKA: knonxa "30epeemu” ioobpasxcacmvcs auuie 8 momy UNAOKY, AKULO
68U 3MIHUIU 6XIOHI OAHI 3 NONEPEOHbO20 NOOAHHSL.

5.4.2.9 HatucHits "3anyctutu anamiz". 3'sButbces cruiiBarode BikHO "IlinTBepauTH 3amyck"”,
B SIKOMY BH MO)KETE€ BBECTH HEOOOB's13koBMii onuc. HatucHiTe "3amycturn'.

O RO WorkiTow With WpUts GeTmed By T pathe

© Run workflow(s) with inputs defined by data table

Output files will be saved to

Step1 step2
Ousecalicaching @ [ Delete 0 [Ouse ©  [JRetrywith morememory @  [Jignore empty outputs @
e

[ Files / submission unique ID | theiaprok _illumina_pe / workflow unique ID

References to outputs wil be written to
[E] Tables/ CDC_ATCC_Sequences

Fill in the attributes below to add o update columns in your data table

Task name §

theiaprok_illumina_pe

Variable Input value | Use defaults

abricate_abaum_plasmid_tsv this abricate_abaum_plasmid_tsv

Confirm launch
Output files will be saved as workspace data in:

us US (multi-region) @

Running workflows will generate cloud charges. @
How much does my workflow cost? '
Set up budget alert &

Describe your submission (optional):

Colony picks for VP, CJ and ST|

This will launch 8 analyses.

[V LAUNCH
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5.4.3 3'sButhes BikHO "CTaTycu pobodoro mporecy', /e Balli HaJicIaHl 3aBIaHHs TOBHHHI
OyTH crioyaTKy nepepaxonani sk "B uep3i”.

j— Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees »
= @ workspaces

Job History

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY

€ Job History > Submission a25e9aec-95ee-4097-ac72-eb75dbb8f632

Workflow Statuses Workflow Configuration Submitted by
theiagen_pni/TheiaProk_lllumina_PE_PHB eija trees@theiagen.cloud
© submited: 3 May 23, 2024, 808 AM

Total Run Cost
N/A

Data Entity Submission ID call caching
Theiaprok_illumina_PE_PHB_2024-05-23T11-57-36 a25e9aec-95ee-4097-ac72-eb75dbba{632 Disabled
CDC_ATCC_Sequences_set [u]
comment # Delete Intermediate Outputs Use Reference Disks Retry with More Memory
Repeat of the choleraesuis cert strain colony picks ~ Disabled Disabled Disabled
WORKFLOWS  INPUTS ~ OUTPUTS
) [compecon e
Data Entity § Last Changed Status. Run Cost Messages | Workflow ID
ATCC-10708-C1_SE (CDC_ATCC_Sequences) May 23,2024, 8:08 AM @ Queued N/A
ATCC-10708-C2_SE (CDC_ATCC_Sequences) May 23,2024, 808 AM @ Queued N/A
ATCC-10708-C3_SE (CDC_ATCC_Sequences) May 23,2024, 8:08 AM @ Queued N/A

5.4.4 [Ilepeiinite Ha BkIaaKy "Icropis 3aBaans", 1100 MepeBipUTH CTATYC BAIIOTO 3aBJAHHS.
VYcninHo BUKOHAHE 3aBJaHHs M03HAYAETHCS 3€IEHOI0 TaJT0YKOIO.

e [Woriepaces Jiheisgen priftheiaprorl PR Training [ETreasy

= @) workspaces  ohTimoy

DASHBOARD oata ANALYSES  WORKFLOWS  J0B HISTORY

Submission (click for details) Data entity o or . status Submitted T | SubrmissionID Comment Actions
Theiaprol_llumina_PE_PHE oy 23,2020 [EO—— -
s By e Tan e D TheiaProk_llumina_PE_PHB.. | 3 + Done eSS pressteisy Repeat of the choleraesuis cert strain colony. O 5
Basespace_Fetch_pHB et . oy 72024 P e |
Submitted by eljatrees@theiagen.cloud BaseSpace_Fetch_PHB_202 3 + Do Yol 84467311105 € the cAOC B ®
BaseSpace_Fetch_PHB Mays 2020 befS8564-1000-4169-8716- y
oresprcsrernpn erssece reen srn20z. | 10 Aooe e Losampes rom e ssespacenersears. | O
BaseSpace_Fetch_PHBfoxSpDaZMIA ey 2028 PrTT——

Pt ey - A b BaseSpace_Fetch_PHB.202 10 +/ Done A betitorianes 10additional samples from Basespace next ®
TheiaProk_lllumina_PE eiaprok_lumin. one May 62026 578072123957 4acd-a363- <amples from vs validation run VLA0S-

Tl pe e e e 202 | 10 vo e ez Josmpies oy vidon oz |

Oe3rocepenHpo B Ta0uIl ganux (5.5.1-5.5.3) abo excopryBaTtu B Excel nns BuGpanux
3anuciB (5.5.4).

5.5.1 VY "PoGounx mpocropax Terra" BubepiTh Bkiaaky "ani", a motiMm BUOEpiTh TaOJIHITIO
JaHMX, siKa Bac 1ikaBuTh, Hanpukiag, "CDC ATCC Sequences".
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. = Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > coVID 1)
pm— ! WORKSPACES Data Data & ool
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
© IMPORT DATA # EDIT X OPENWITH.. [ EXPORT % SETTINGS 0 rows selected = ADVANCED SEARCH (o}
TABLES v O~ CDC_ATCC_Sequences_id 1®: agrvate_agr_canonical ®i agrvate_agr_group ©F agrvate_agr_mat
[m} ATCC-10708-C1_SE
Search all tables (o}
[m} ATCC-10708-C2_SE
E 2300109 (2) o
[m} ATCC-10708-C3_SE
E CDC_ATCC_Seq... (24) @
[m} ATCC-17802-C1_VP
A
CDC_ATCC_Sequences (24 rows) ‘ o ATCC-17802-C2_VP
B llumina_PE_v1-.. (25) ®
[m] ATCC-17802-C3_VP
B pni_training_sa.. (11
P 9 ) O [m} ATCC-17802_VP
E pni_training_sam... (1) ® o e 25922 C 1 EC
B pnusa_m_gj_cer.. (37) @ o ATCC-25922-C2_EC
B pnusa_im_cj cer.. (13) ® - Arrr acann ~ er <. 4
1-240f24 [« [« [>][»] items per page: (100 ]
REFERENCE DATA v -

5.5.2 Bubepits "HanamryBanus".

BeTa Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees > CcovID-19
WORKSPACES Data Data & Tools
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
© IMPORT DATA # EDIT X OPENWITH.. [3+ EXPORT £} SETTINGS 0 rows selected = ADVANCED SEARCH (o}
TABLES © O~ CDC_ATCC_Se¢ Change the order and visibility of columns in the L| @®F agrvate_agr_group ®# agrvate_agr_mat
table
[m] ATCC-10708-CI=SE
Search all tables (o}
[m} ATCC-10708-C2_SE
E 2300109 (2) O]
[m} ATCC-10708-C3_SE
El CDC_ATCC_Seq... (24) ®
[m} ATCC-17802-C1_VP
E cnc ATC 0oy 6

5.5.3 Ha ekpani "Bubip crosnuis" y po3auni "Bamri 36epexeni Bubopu cToBmiiis"
HaTHUCHITH Ha KOJIO 3 3 KpamKkaMu rmopyd 3 "qc_metrics" 1 y BUagar04oMy MEHIO
BUOepiTh "3aBaHTaxuTH", a MOTIM HaTUCHITH "['oToBO". Lle mpusBene 10
3aBaHTaXeHHs BiAnoBiHUX MeTpuK PulseNet QC B Tabiuito qaHux. 3BepHITHCS 10
Honarky PNIDO1-3 nmst orpumanss iHdopMmariii npo nokasHuku QC, siki MOBUHHI
3'IBUTHCS B TaOJUIl, @ TAKOXK JIJIT OTPUMAHHS 1HCTPYKIIiM TIPO Te, SIK 101aTH a0o
BUJANUTH Oy/b-aKuii 3 cTOBIIIB (moka3Huku QC) B Tabnmui moka3HukiB QC.

‘ Cropinka 16 3 67
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Select columns

Show: all | none

O amrfinderplus_all_report
= ) amrfinderplus_amr_genes

m [] amrfinderplus_amr_report

s ] amrfinderplus_db_version

wa (] amrfinderplus_stress_genes

[ amrfinderplus_stress_report
w (] amrfinderplus_version

=a (] amrfinderplus_virulence_genes

[ amrfinderplus_virulence_report

: ani_highest_percent

xn [(] ani_highest_percent_bases_aligned

O ani_mummer_version

=[] ani_output_tsv

Sort: alphabetical

e

SAVE THIS COLUMN SELECTION

Your saved column selecticns:

pulsenet_genotyping (0
gc_metrics @ 4+—
P

qgc_metrics

oo (D

Select columns

Show: all | none

agrvate_agr_canonical

adgrvate_agr_group

agrvate_agr_match_score

w [l agrvate_agr_multiple

agrvate_agr_num_frameshifts

= [ agrvate_docker

agrvate_results

agrvate_summary

agrvate_version

: meningotype_BAST

meningotype_FetA

: meningotype_NHBA

meningotype_NadA

Sort: alphabetical

-

SAVE THIS COLUMN SELECTION ]

Your saved column selections:

pulsenet_genotyping @

gc_metrics ()
Load

Delete

oy

Cropinka 17 3 67
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5.5.4 ExcnopT METpUK KOHTpPOJIO sikocTi B Excel:
5.5.4.1 Bubepitb noTpiOHI 3aIUCH.
5.5.4.2 HatucHits "ExcrioptyBatu", a motim BuOepith "KomitoBatu B Oydep oOMiHy".

. | | s Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > coVID™19)
A ! WORKSPACES Data Data & Tools
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
# EDIT X OPENWITH.. [» EXPORT %} SETTINGS 9 rows selected = ADVANCED SEARCH Q
Download as TSV vy . : i ” ”
TABLES v ‘ O~ CDC_ATCC_Seq 1®% ani_highest_percent @i  ani_top_species_match ®# gambit_predictec
Export to workspace =
ATCC-335608_ 99.98 Campylobacter_jejuni Campylobacter je
Search all tables (o} o Copy to clipboard a4 18l d J
ATCC-51812-C1_SE 98,8638 Salmonella_enterica Salmonella enteri:
B 2300109 (2) 6]
ATCC-51812-C2_SE 98.8659 Salmonella_enterica Salmonella enteri:
B CDC_ATCC_ Seq... (24) ©® I
ATCC-51812-C3_SE 98,8665 Salmonella_enterica Salmonella enteri:
B CDC_ATCC_Seq.. (10) @
(] BAA-679A-C1_LM 98.904 Listeria_monocytogenes Listeria monocyto
llumina_PE_v1-.. (25) ®
(] BAA-679A-C2_LM 98.904 Listeria_monocytogenes Listeria monocyte
B pni_training_sa.. (11) @
(] BAA-679A-C3_LM 98.9038 Listeria_monocytogenes Listeria monocytc|
|
B pni_training_sam... (1) ®
[} BAA-679A_LM 98.9089 Listeria_monocytogenes Listeria monocytc|
B pnusa_lm_gj_cer.. (37) O
(m} BAA-679B_LM 98.9068 Listeria_monocytogenes Listeria monocytc|
B pnusa_lm_cj_cer.. (13) @ « I »
1-240f24 |« || ¢ > | [» ] itemsper page:

5.5.4.3 Binkpuiite Excel 1 BcTaBTe naHi Ha apKy.

RN RN N N = Bookl - Bxcel P Ssearch (AIt+Q) Trees, Eija (CDC/DDID/NCEZID/DFWED) (CTR)  TE 3] - o X
File  Home Insert Pagelayout Formulas Data Review View Developer Help  Comments 8 Share
oy == =" AutoSum v
[y ke oo i kx| == e | e e B BB ERE e
paste. BICoPY ¥ Sensitivity Conditional Formatas Cell | Insert Delete Format s~ Sort& Find &
aste - = q ensitivi onditional Formatas Cel Insert Delete Forma ort & Fin
§ BIU“H. &vA. = & Mer nter v .9 P ;
v < Format Painter = A | S erge & Center N $v% 9 BB omating Tblew Sylesv | v v v | ©Cer Filter v Select v
Clipboard ] Fort ] Alignment &l sensiivy Number ] Stes cells Editng ~
E1 Jfe | ns50_value v
) Notset Public General Restricted Use | Highly Sensitive ~ x
= A 5 < o 3 F 3 H i ) K L %] N o [ » [1
1 [entity:CoC_ATCC_sequences icani_highest_ percenani top_species match gambit_predited_taxor n0,value|number _contgsassembly lengtt est coverage clean est_coverage.raw midas_secondary_genus midas_seccombined combined combined combined| mean_re
2 [aTcc 17802-c1.vp. 98,3389 Vibrio_parahaemolyticu:Vibrio parahaemolyticus 474572 a 5062532 2.0 64,87 No secondary genus detected (>1% rlative abundance 0 369 367 1820  14865)
3 |ATcc1zmozca ve 8,337 Vibrio_parahaemolyticu:Vibrio parahaemolyticus 446683 s 5060245 s 92.05 No secondary genus detected (>1% relative abundance 0 w13 67 less 14882
4 |arcc17s02.c3 vp. 98,3351 Vibrio_parahaemolyticusVibrio parahaemolyticus 446659 ) 5061990 . 88.75 No secondary genus detected (>1% relative abundance 0 373 368 1855 1083
5 |atccanssoc1 59,9818 ejuni _ jejuni | 192314 = 172781 12853 136.12 No secondary genus detected (>1% rlative abundance 0 ;s ms a7 1sal
6 |[ATccassenca 0 99,9801 Campylobacter_jejuni _ Campylobacter jejuni | 192309 ) 1728854 571 11696 No secondary genus detected (>1% relative abundance 0 w63 3743 10836  148.45)
7 |ATcc33s60-C3 01 99,9855 Campylobacter_jejuni _ Campylobacter jejuni | 192305 37 1728363 13105 13593 No secondary genus detected (>1% rlative abundance 0 we 331 we01 1483
& |arce sisra.ca s 58,8638 Salmonella_enterica _ salmonella enterica | _ 225555 s asaae57 0.7 97.51 No secondary genus detected (>1% relative abundance 0 s2 3627 14795 10931
o |ATccs1812C2 SE 98,8659 Salmon | amsi0 50 4543768 .12 74.37 No secondary genus detected (>1% reltive abundance 0 3658 48 1715 1093
10[aTcc-s1812.c3 sE 98,8665 Salmon nterica | 246787 a8 asazaaz 7696 49 N 0 ses s w727 14e9]
n
2]
u

5.5.5 Kputnuni nokasHuku sskocti PulseNet mst mpuitasTHIX nociigoBHOcTed [1lumina
nuB. y Jlogarky PNIDO1-4a.

5.5.6 TheiaProk BukopucToBye eram nomnepeaHboi MepeBipKy 3UNTyBaHHS, HA IKOMY BiH
3YNUHSE aHaJI3 IS 3pa3KiB, sIKi HE JOCATAIOTh IEBHUX MOPOTOBUX 3HAYEHB SIKOCTI. Y
IbOMY BHUTIQJKY Ha BKiaii "IcTopis 3aBaans" Oyae BKa3aHo, 0 3pa30K MPOUIITOB
ycminiHo, ane Ha Bkiasii "/lani" He Oyne pesynbrariB. Y konoHIi "raw_read screen”
B METPHIII ¢ Mae OyTH BKa3aHa NMPUYMHA TTOMIJIKH aHaTi3y nociigqoBHocTi. [Toporosi
3HA4YEHH, 1110 3aCTOCOBYIOTHCS Ha LIbOMY €Talli MONepeAHbOT0 CKPUHIHTY
34nTyBaHH, HaBeaeHO B Jlomatky PNIDO1-4b.
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Workspaces > theiagen_pni/TheiaProk_PN_Training_ETrees >

=, @ WORKSPACES Job History

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY

€ Job History > Submission c4ba38f7-33b1-4€05-ac0c-8aa3c742f8b3

Workflow Statuses Workflow Configuration Submitted by Total Run Cost
theiagen_pnifTheiaProk_lllumina_PE ciatrees@theiagencloud NA
V/ Succeeded: 1 Mar 25,2024, 904 AM
Data Entity submission ID <all Caching
2013L.5615TK NextSeq_400ME C4ba38f7-33b1-4e05-ac0c-8aa3c74218b3 Enabled
analysis_pt_24 [u]
Comment #* Delete Intermediate Outputs Use Reference Disks Retry with More Memory
Repeat of 2013L-5615 Disabled Disabled Disable

WORKFLOWS ~ INPUTS ~ OUTPUTS,

Search workflows J [mmp:sﬁunsmus “|  DownloadTsv
Data Entity § Last Changed Status Run Cost Messages  Workflow ID
2013L-5615TK_NexiSeq_400MB (analysis_pt_24) Mar 25,2024, 3:08 AM  Succeeded | A 3cdaad56-e022-4575-3bb0-5309cc5d 1a8f [
— [ ———— Y —
= @ workspaces i R 2
DASHBOARD oata ANAIYSES  WORKFLOWS  J0BHISTORY
o= O O O || e e
TaBLES o O~ | snalysis pt 24.0d 10 O midss secondary.genus ©F midas secondary.genus_sbunds.. ©F ns0_value ©F numbercontigs  OF raw.read screen
o 2011-1043_FLEX_300_Vibrio Nosecondary genus detected (-1% 1. | 0 126949 77 pass. |
O | 2012v11s Aexs00 Vb0 Nosecondary genus detected (1% 1. | 0 4ss0ss 5 Pass
2300109 (2) @
O | 201Us3ELAK 00N Nosecondary genus detected (1% 1. | 00008 s2928 2 Pass
CDC_ATCC Se... (42) @
O 20mUséi0 A S00M No secondian ced (e | 00008 s2602s 15 Pass
coc.ATCC S (22) ©
O | 201Usse7 A S00M Nosecondary genus detected (1% 1. | 0 p— 2 Pass
 llumina PEv.. (25) ©
2013056157 NextSeq400ME FAIL: theestimated coverage s es thanthe minimum o 10x
malysis_pt 26 (65
3 analysis pt 24 (45) Ol O | 2015av1304 No secondary genus detected (1% 1. | 0 443206 15 Pass
@ analysis_pt_24.. (12) @ o 2015AM-1305 Nosecondary genus detected [+1%r.. | O 728098 16 PASS.

5.6 IlepernsinbTe pe3yJIbTATH FeHOTHIIYBAaHHS JJIs1 OCTiA0BHOCTel: Pe3synpTaT
TCHOTHITYBaHHS MOKHA MEPETrNITHYTH a00 O0e3mocepeHbo B Tabuin nanux (5.6.1-5.6.3),
abo excriopryBatu B Excel s Bubpanux 3anucis (5.6.4).

5.6.1 VY "PoGounx mpocropax Terra" BubepiTh Bkiaaky "ani", a motiMm BUOEpiTh TaOIHITO
JaHMX, sSiKa Bac 1ikaBuTh, Hanpukiag, "CDC ATCC Sequences".

5.6.2 Ha sxmammi "ani" Bubepits "HanamryBanas".

5.6.3 Ha expani "Bubip crosmuukis" y po3zaini "Bamr 36epexxeHuii BUOip CTOBITYUKIB"
HaTHUCHITH Ha KOJIO 3 3 KpamkaMmu ropyd 3 "pulsenet genotyping" i y Bumamarogaomy
MeHIO BUOEpiTh "3aBaHTaXUTH", a MOTIM HaTHCHITH "['0TOBO". Lle mpusBeae 10
3aBaHTAXEHHS aHaJIi31B TCHOTUITYBaHHSI, SIK1 TIIXOATh [ crioctepexeHHs PulseNet,
B TabnuIto qaHux. 3BepHiThes 10 Jomarky PNIDO1-5 niis otpumanHs iHdopMmartii
PO TECTU TEHOTHUITYBaHHS, SIK1 IIOBUHHI 3'SBUTHUCS B TaOJIUII1, & TAKOXK JJISI OTPUMaHHS
THCTPYKIIii, SIK 101aTH a00 BUAATUTH OyIb-IKY KOJIOHKY (T€CTH T€HOTUITYBaHHS) B
TaOIUIll PE3yNIbTATIB TCHOTUITYBaHHSI.
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Select columns

Show: all | none Sort: alphabetical

-

s [] agrvate_version Save This Column Selection

s [T] amrfinderplus_all_report

»=: i amrfinderplus_amr_classes Your saved column selections:
= [l amrfinderplus_amr_core_genes Metadata (3)
s [] amrfinderplus_amr_plus_genes pulsenet_genotyping (&)

-

s (] amrfinderplus_amr_report -

s g amrfinderplus_amr_subclasses pulsenet_genotyping
w2 ] amrfinderplus_db_wversion

wi O] amrfinderplus_stress_genes

w2 7] amrfinderplus_stress_report

s [T amrfinderplus_version

sz [l amrfinderplus_virulence_genes

s (] amrfinderplus_virulence_report

Cancel m

5.6.4 Ekcnopryiite pe3ynstatu B Excel 11 BuOpaHuX 3anmuciB; BUKOHANTE MPOLEypY,
omucaHy B Kporti 5.5.4.
5.7 3aBanTta:xyiite mocainoBHocti 10 NCBI
IMPUMITKA: 3sepuimovcs 0o komnanii Theiagen Genomics (support@theiagen.com) ons
OMPUMAHHS THCMPYKYIll neped NoYamKom pobomu ma HaiaumysanHs pobo4o2o
npocmopy oas 3asanmasicenus oanux 0o NCBI. Ilpoyec konghicypayii onucano 3a
nocunanuam: https://theiagen.notion.site/Terra_2_NCBI-
61abcedc066646b3b258f70b561e9f62.
5.7.1 3aBanraxkre MeTamani, HeoOximHi a1a momadusg 1o NCBI: nus. momarox PNIDO01-6
IUTSL IPaBUITBHOTO (pOpMaTyBaHHS Ta 3aBaHTAKEHHS METa/IaHUX.
5.7.2  CtBopiTh Habip 3pa3kiB 1 3aBanTaxxeHHs B NCBI:
5.7.2.1 Y poznini "Po6oui mpoctopu Terra" BubepiTh Bknaaky "lani", a motiM BHOEpiTh
Ta0JINIIIO TaHUX, KA BaC I[IKABUTh, HATTPUKIIAT, "KOHTPOJIb SIKOCTI".
5.7.2.2 Ha Bxumazui "Jlani" BuOepiTh MOCTIAOBHOCTI, K1 TOTPIOHO BKIFOUUTH JIO
3aBaHTaxeHHs B NCBI.
5.7.2.3 Y Bunagatouomy MeHio "PenaryBatu" BuGepiTh "30eperty BUIIJICHHS K 3a1aHe".
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— |. e . g:‘i:mmvmwmwdgﬁm_vmi\i\g_nl-

DASHECARD oATA ANALYSES WORKFLOWS  JGB HISTORY
: 5~
B €DC_ATCC Sequences {32) © # EDIT 3 OPENWITH. [} EXPGRT g1 SETTINGS 3 rousseected
COC_ATCE_Sequences set (22] o3 v | ] "
' y_controlLid 107 serotype o7 &
@ lllumina_PE_v1-0-0 {25} o] .
o157H7 2
@ analysis_pt_74 (&5} ©
21
3 snalysis_pi_2o_set (12) ©
015717 2f
orange_rmiseq_specimen (20} @
[u} 2018€-4708-L-ALUSACDC pel 2|
8 orange_miseq.specimen_set (1) ©
o 20180470 L-AZ-USA-COE Bl 2
pri.training.samole (11) ©
D 18¢.4709.L-B1.USA-CDC-0c! 2
pritraining_sample_set (1} ©
s} 2015€-£703-L-B2-USA-LOC el 2|
@ pnusa_lm_cj certification (39) (o}
s} 2018EL-10533-L-AL_USA CBC pal !
@ prusalm_ej_certification_set. (30) ©
D 2018EL-1053s-L-42_USA_CCC_pel 2
qualicy_contecl (92} ] I
s} 2018EL-10533.L:81 US4 COC pel 2|
quality_conteol_set (26] @
D 2018EL-10535-1-82_ US4 COC_pel 2
REFERENCE DATA v Fem—, |
Na reserences heve been adasa 1acars
Add reference data o 2018¢-3238 2

5.7.2.4 Y crummBarouoMy BiKHI Ha3BiTh HaOip, Hanpukiad, "NCBI upload 240422" i
HATUCHITH "30epertu’.
MMPUMITKA: npobinu ma mupe ne 0onyckaromucsi.

Create a quality_control set

Set name [required)

l NCBI_upload_240422 l

-

5.7.2.5 HoBocTBOpeHMit Habip Tenep Mae 3'sIBUTUCS B TaONIUII JaHUX "Ha0ip", HapUKIaL,
"Habip KOHTPOJIO SKOCTI".

Workspaces » theiagen_pnifTheiaProk_PNILTraining ETrees »

= |. WORKSPACES Dated

DASHBOARD DaTA ANALVSES WORKFLOWS ~ JOB HISTORY
[@ CDC_ATCC Sequences (42} 0] # EDIT % OPENWITH. [% EXPORT 3 SETTINGS
@ CDC_ATCC Sequences_set (22 @ O~  quality.control_set_id Ite)

U BasenDaCce FEIn JUL4-UL-S01 1258 5L
@ Hlumina_PE v1-0-0 [25) o]

O Ba: ch_PHE_2024-02-13T17-17-55
[ analysis_pt_24 [45] 0]

o Basespage_Ferch PHB 2024-02-13T18-10-42
@ analysis_pt_24_set [12) 0]

] BassSoace Feicn PHE_2024-02-14T13-00-34
[@ orange_miseq specimen [20] (0]

o Basespace Feich PHB 2024-04:22T13.58.04
[@ orange_miseq specimen_set [1} [0]

o NCBI_Upload_20242pn17
@ pnitraining_sample [11] @

NCBLupload_240622
[ pnitraining_sample_set (1] o]

o NCBI upload 2404222
@ pnusa_lm_cp_certification (39} @

O Terra_2_NCBILPHB_2024-03-04T20-09-08
@ pnusa_im_cj_certification_sst (30} [0]

[u] Terra_2_NCEIPHB_2024-03-05T13-48-07
@ quality_control (94} @

O Tera_2_NCBLPHE_2024-05-071 La-50-42
@ quality_control_set (28] @

O TheiaPick_lllumina_PE_2024-01-25T20-24-07
REFERENCE DATA W O Thaiaorok_lllumina_PE_2024-01-30T13-05-56

5.7.3 Hanamryiite napamerpu pobodoro nporiecy 3aBantaxeHHs 10 NCBI:
5.7.3.1 Ha Bxuiaani "Po6oui mpouecu" BuGepits podounii poriec "Terra 2 NCBI PHB".
Binkpuerscs BikHo "Terra 2 NCBI PHB".
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Workspaces > theiagen_pni/TheiaProk_PNL_Training_ETrees >

= \O‘ WORKSPACES  yoriepaces» 8

DASHBOARD DATA ANALYSES  WORKFLOWS  JOB HISTORY
WORKFLOWS [ seamcrworcrions | sortey [ Alphabetical v
Find a Workflow BaseSpace_Fetch BaseSpace_Fetch_PHE ksNP3 Lyve SET Lyve_SET_PHE
(+) Sotree bockstore O || sorce bodstore @ || soree bosstore [CRER-rist et O || Somce Dodkstore ®
MashTree_FASTA SRA_Fetch SRA_Fetch_PHE Terra_2_NCBI_PHE TheiaProk_lllumina_PE
e Dockstore O Lirtbodetore ® | oiree Dockstore Source: Dockstore ® J e bockstore ®
~——

5.7.3.2 Y Bunagatouomy MeHio "Bepcis" Bubepith octannio Bepcito "Terra 2 NCBI PHB".

— 0T Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees > workdflows »
= I.O‘ WORKSPACES Terra_2_NCBI_PHB
DASHBOARD DATA ANALYSES 'WORKFLOWS JOB HISTORY
& Backto list
® Terra_2_NCBI_PHB
% Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees » workflows »
p| WORKSPACES Terra_2_NCBIL_PHB
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
€ Back to list

@ Terra_2_NCBI_PHB

Source: github.com/theiagen/public_health_bicinformatics/Terra_2_NCBI_PHBv1.3.0
Synopsis:

No decumnentation provided

O Run workflow with inputs defined by file paths

® Run workflow(s) with inputs defined by data table

Step 1 Step 2

Select data table: | quality_control_set v SELECT DATA No data selected

pnitraining_sample_  «
[ use call caching L] set utputs i ] [ Use reference disks @ [ Retry with more memory o [ 1gnore empty outputs i ]

pnusa_lm_cj_certifica

e -
pnusa_lm_gj_certifica

Hide optional inputs | tion_set Downld

Task name } quality_control [ variable Type Input value

quality_contrel_se .
Terra_2_NCBI a v bioproject string "PRINAS9044"

Tera 2 NGEI bipsample package tring [ pathanen:

5.7.3.3 Ha xpomi 1 y Bunagarouomy MeHro "Select root entity type" BuOepiTh TaOIUITIO
JTaHuX HAOOPY, B SAKil 3HAXOTUTKCS 3pa30K HabOpy, CTBOPEHMIA Ha Kpoli 5.7.2,
Harnpukiag, "quality control set". Takox 3HiMITE mo3HauKy 3 myHKTY " Use call
catching ".

5.7.3.4 Ha xpori 2 HatucHiTh "Bubpartu nani" (ckpiHmot Buiie). Bu norpanure 10 Tabmuir
JaHUX, BUOPaHOT HA MOTIEPEAHHOMY KPOLIi.

5.7.3.5 Bubepith noTpiObHmit Habip 3pa3kiB, Hanpukiaa, "NCBI upload 240422" 1
HatucHiTh "OK".
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Select Data

O Create a new quality.control_set from selected quality_controls.
@ Choose specific quality. control_sets to process

Setect qualty.contro sets o process & SEnGs | 1rowselted = aovavcen searcH a

quality_control_set_id 1@F | Terra_2_NCBIanalysis_date ©F | Terra_2_NCBIversion OF  biosample_failures. ©Z | biosample_metadata ®F  biosample_report_xmls

BaseSpace_Fetch_PHB_2024-04-22T13-58-04 -

‘ NCBIupload_240422_2 ‘ 2024-04-24 ‘ PHBV130 ‘ biosample tabletsv

Terta_2_NCBILPHE 2024-03-04120-09-08 2024-03.04 PHBVLIO | biosample tablessy i e []

O~
=}
o
NCBI_upload_240422 2024-04-22 PHBV13.0 biosample_failurestxt | biosample tabletsv biosample_table-report2..
o
o
o
o

Terra_2_NCBI_PHE_2024-03-07T14-50-44 2024-03-07 PHBV130 | biosample tabletsv.

« ——
1-280f28 [«] [<] 5 [3] ttemsperpage

S |

5.7.3.6 Ha Bxuami "Bxigni nani" notpiOHO 3armoBHUTH HacTymnHI "BXiqH1 3HaUueHHA" 1)1
nepeniueHnx Hrwkde "3MiHHuX":

5.7.3.6.1 OGiompoekT: BBeniTh HOMep OionpoekTy NCBI, 1o sikoro Bu Oaxkaere
3aBaHTAXXUTH JIaHi, y jankax, Hanpukiaaf, "PRINA590944".

5.7.3.6.2 biosample package B nmankax: "[Taroren". Ile mabmon/makeT MeTagaHuX, STKHI
BU BUKOPUCTOBYETE IS 3aBAaHTKEHHS METAIaHUX IS TIOCIITOBHOCTEH, 1110
HaJjexarth 10 croctepexxenHs PulseNet.

5.7.3.6.3 ncbi_config_js: BBeniTh Ha3BY daitny koHpiryparnii NCBI, ctBopeHoro s
Baioi pobouoi obaacTi, Hanpukiaa, workspace.ncbi_config etrees.

5.7.3.6.4 wna3Ba_mpoekTy B namnkax: "theiagen pni".

5.7.3.6.5 sample names: BBe1iTh Ha3BY Bamoi TabauIll 1aHuX y Gpopmari:
this.data_table names.data_table name id,
HaIPUKJIIAJ, 11€.5KICTh KOHTPOJIIOE.IIEHTH(IKATOP KOHTPOIIO SKOCTI.
MHNPUMITKA: ghopmam noositinozo imeni ¢ OOBA3KOBHM.

5.7.3.6.6 sra transfer gcp bucket B mankax: "gs://theiagen sra transfer". Ile TumuacoBe
3aranbHOJOCTyHE cxoBuile Google /i Bamx MociiJOBHOCTEH, 10 SIKOTO
Moxe oTpuMatu noctyn NCBI.

5.7.3.6.7 wna3Ba_TaOmuii: BBEIiTh HA3BY Balloi TaOIHIN JAaHUX Y JIaNIKaX, HAPUKIIA],
"quality control".

5.7.3.6.8 iMm's_poOodYoro mpocTopy: BBEIITh iM'sl BAIIOr0 poOOYOro MPOCTOPY B JATKAX,
nanpukian, "TheiaProk PNI Training ETrees".

5.7.3.6.9 submit _to production: true.

5.7.3.6.10 HEOBOB'AAI3KOBO: skiio Bu xo4ete noB's3atu 3a4BKy SRA 3 icHyroUum
0io3pa3zkom (mone "biosample accession" Bxke 3armoBHeHe HOMepoM SAMN Ha
Brmaami "ani"):

5.7.3.6.10.1 skip biosample: true.

MMPUMITKA: 011 6uxopucmanus yici pynkyii HeobXioHo 3anoeHumu
HeoOXIOHI noAs MemaoaHnux, moomo 3ano6HeH s Tuwe nos
"biosample accession" € Hedocmamuim i He npotide nepesipKy
nonepeonvbo2o 3asanmadicenus 6 Terra.
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SCRIPT . INPUTS. . QUTPUTS . [:]

Hide optional inputs Download json | Drag o click to uj
Task name 1 ‘Variable Type Input value
Terra_2_NCBI bioproject string [ "PRINAS90944"
Terra_2_NCBI biosample_package String l "Pathogen”
Terra_2_NCBI nebi_config_js File [ workspacencbi_config_etrees
Terra_2_NCBI project_name string [ “theiagen_pni"
Terra_2_NCBI sample_names _controlsquality_control_id
Terra_2_NCBI sra_transfer_gcp_bucket String "gs:/ftheiagen_sra_transfer”

Terra_2_NCBI table_name string *quality_control"
Terra_2_NCBI workspace_name String [ "TheiaProk_PNL_Training_ETrees"
ncbi_sftp_upload additional._files Array[File] [ Optional

nebi_sftp_upload wait_for String [ Optional

prune_table read]_column_name String [ Optional

prune_table read2_column_name String [ Optional

Terra_2_NCBI input_table File [ Optional

Terra_2_NCBI skip_biosampfe Boolean [ Optional

Terra_2_NCBI submit_to_production Boolean [ true

5.7.3.7 Ha Bknaaui "Buxigni qani" HatucHITH "BUKOpHCTOBYBAaTH 3HAUCHHS 3a
3amoBuyBaHHAM" 17151 "ATpuOyTiB", a motiMm HatucHITh "30epertu. IPUMITKA:
knonka "30epeemu’” 8i0obpasicacmvcs, MiNbKU AKWO 68U 3MIHULU 6XIOHI OaHI 3
nonepeoHb020 NOOAHHSL.

SCRIPT .- INPUTS . ouTPUTS OB RN anaLysis

Output files wil be saved to
[ Files / submission unigue (D Terra_2_NCBI / workfiow uniguse 1D

References 1o cutputs will e wiitten 1o
| Tables /qualty_control_set
Fillin Lhe atrinutes beiow t add or update columns in yeur data Labie

Download Json | Drag or dlick to upload json | Clear outputs | SEARCH OUTRUTS

Task name L varizble Type Inputvalue | use defaults.
Terra_2_ncal blosample_failures File thisbicsample_failures {
Terra_2_NCBI biosample_metadata File thisbiosample_metadata {
Terra_2_NCBI blosample._report_xmis. Auray[File] thisbicsample_report_xmls {
Terra_2_NCBI biosample._status | Swing . thisbicsample status i
Terra_2_NCBI blossmple._submission_xml File | thiskiosample. submission_xmi ?
Terra_2_NCBl excluded samples . File [ thisexcluded_samples i
Terra_2_NCI generated_accessions File thisgenerated_accessions. {
Tarca o wea £on saransrn = R :

5.7.3.8 HatucHiTs "3anmyctutu anamniz" (CKpiHIIOT BUIIE). 3'SIBUTHCS CILTUBAIOUYE BIKHO
"[TinTBepauTH 3amyck", B SKOMY BH MOKETE BBECTH HEOOOB'I3KOBH OIHC.
Hatuchite "3amycturn".
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Jok. No. PNIDO01

Bep. No. 01 Jata Ha0yTTsl YMHHOCTI:

Confirm launch

Output files will be saved as workspace data in:
vs us-centrall {lowa) @

Running workflows will generate cloud charges. @
How much does my workflow cost?
Set up budget alert =

Describe your submission (optional):

NCBI upload of 3 sequences to the validation

bioproject

This will launch 1 analysis.

5.7.3.9 3'sButhes BikHO "CTaTycu pobodyoro mporecy', /e Balli HaaiclIaHl 3aBJaHHs
MOBHMHHI OyTH crioyaTky nepepaxoBati sk "B gep3i" a6o "3amyck".
= (@ workspaces

Workspaces » theiagen_pni/TheiaProk_PNLTraining_ETrees »

Cropinka 25 3 67

Job History

DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY

4 Job History > Submission 387be0c7-88b6-4c00-8028-9020dc5f08b8

Workflow Statuses
(© submitted: 1

‘Workflow Configuration
theiagen_pnifTerra_2_NCBI_PHB

Submitted by

eijatrees@theiagen.cloud N/A
Apr 22,2024, 7:47 AM

Data Entity

NCBI_upload240422
quality_control_set

Submission ID
3%7be0c7-sebs-4c00-aozs-Qozodcsmabs

Call Caching
Enabled

Comment #
NCBI upload of 3 sequences to the validation

Delete Intermediate Outputs
Disabled

Use Reference Disks

Disabled Disabled

'WORKFLOWS INPUTS  OQUTPUTS

Total Run Cost

Retry with More Memory

Search workflows ] [ Completion status v l Download TSV
Data Entity | Last Changed Status Run Cost Messages ~ Workflow ID
NCBI_upload240422 (quality_control_set) Apr 22, 2024, T:47 AM (© Queued N/A

5.7.3.10 Iepeiiaite Ha BKIaaky "lcTopis 3aBaanp", 100 MEPEBIPUTH CTATYC BAIIOTO
3aBIaHHS. Y CIINIHO BUKOHAHE 3aBJaHHS ITO3HAYAETHCS 3€IEHOI0 TaT0YKOIO.

Worlspaces » theiagen pni/TheiaProk PNLTraining ETrees >

= (@ workspaces

Job History

0ASIIBOARD DATA ANALYSES WORKFLOWS 0B HISTORY

Supmision (click for detsils) Dats sty Fothen Sistus Suomtmd T Suomission|D conment Actons

Torra_2_NCBLPHE » o . o

* NEBIplosiRd D4z fqualty. 1 Cons NEGI uplosd of 3 sequences ta the.

Submilied by eija trees@thsiagen cloud - s v a @

Terra_2_NCBLPHE I rone Subm ssion ot 4 new cample.
e . o sane T — @
Tt on_tumn SR o Gene Coany pik:2 o 2923 DI stsing @

i ehainganclavd Treibak_lumne PE202. 3 o Denz 37T isaiste fram 2023 (O]

5.7.3.1 lBiI[C’TG)KeHHirerOMepiB nocrymy a0 NCBI:
5.7.3.11.1 Homepu npunanexnocti 6io3paskin (Homepu SAMN)
5.7.3.11.1.1 V¥ Bruaaui "/lani" nepei1iTe A0 BiANOBIAHOT TAONHIN NaHUX, 1 BU

no6auute nosne "biosample accession", 3amoBHeHe HOMepoM SAMN,

KU IPUCBOIOETHCS KOKHOMY YHIKaIbHOMY 0103pa3Ky.
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| Bep. No. 01

Jata Ha0yTTsl YMHHOCTI:
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5.7.3.11.1.2

= |-" WORKSPACES

Workspaces » theiagen pniTheiaProk_PNLTraining ETrees »
Data

DASHBOARD DATA ANALYSES WORKFLOWS  JOB HISTORY
& lumina_PEV1-0-0 (25) -

F EDIT 3 OPENWTH. [ EXPORT ¥ SETTINGS | 3 rows selected
@ anslysis_pt_24 [45) @

O« quality_cantrol_id 1 (7 collected_by
@ analysis_pt_24_set (12) @
@ orange_miseq_specimen [20] o] 2017C-2325 SAMNA1035458 coe
@ erange_miseq_specimen_set (1) o] O 2017C.2938
& pni_training_sample (11) @ a 2018C-4039 SAMNG1035457 coe
@ pri_training_sarmple.set (1] ® =] 2018C-£703-L-A1-U5A-COC-pel
@ prusa_Im_cj_certification (39} @ o 2018C-2702-L-AZ-USa-COC-pa)

2018C-2709-L-B1-USACDC Bl

@ prusa_lm_cj_certification_set (30) o] B .

] 2018C-4709-L-B2-USA-COC-el
B quality_control {24) © I

O 201BEL-1053a-L-A1_USA_CDC_pcl
@ quality_contrel_set (27) ©

] 2018EL-1052a-1-A2_USA_CDC_pcl
REFERENCE DATA v

o 2018EL-10533.L.B1_USA_CDC_pel
Na raferences have besn addsd
Addreference data ] 2018EL-10533-L-B2 USA_CDC x|
Ll ¥ 2018C-3202 SAMNG1038256 coe
@ workspace Data o 201903238 0

o

— \O WORKSPACES

VY Brnaami "ani" nepeiaiTe 10 BiAMOBITHOTO HA0OPY TaOIUIL TaHUX,
3HANAITE HAOIp JAaHUX, SIKHW BU CTBOPHMIIM JJIs 3aBaHTakeHHsT B NCBI,
a MOTIM HATHCHITh Ha TIOCUJIAHHS "3reHepoBaHi JOCTymu" IS tsv-
(aiiny, B IKOMY MepepaxoBaHi HOMepH 0103pa3KiB /Il 3aBaHTAKEHOTO
Habopy nocnigoBHoctel. 11l06 3aBanTaxkutu aiin:

Workspaces > theiagen_pni/TheiaProk_PNLTraining_ETrees »
D

5.7.3.11.1.2.1 HarucHits

DASHBOARD DATA ANALYSES WORKFLOWS 0B HISTORY
B llumina.PE.v1-0-0 (25) / EDIT X OPENWITH.. [ EXPORT g SETTINGS | 1rowselected = ADVANCED SEARCH
@ analysis_pt_24 (45) o

O~ | quality_controLset id 1O excluded_samples @ yveset_alig|
9 e proaoeer (421 © o BaseSpace_Fetch_PHB_2024-02-13T17-17-55
{5 orange-miseqspecimen (20 © u] Basespace_Fetch_PHB_2024-02-13T18-10-42
@ erange.miseqspecimen-set (1) © o BaseSpace_Fetch_PHB_2024-02-14T13-00-34
B prirzining.sample (1) © u] Basespace_Fetch_PHB_2024-04-22T13-58-04
@ pnitraining_sample.set (1) © u} NCBILUpload_2024april17 excluded_samplestsv
@ prusa_im.cj certification (29) o NCBIupload_240422 excluded_samplestsy 0/
B e getcsiman 59 O || b seosmortains ] T o
@ quality_control (34) 6] [u) Terra_2_NCBI_PHB_2024-03-04T20-09-08 excluded_samples.tsv enerated accessionsitsv
@ quality_control_set (28) [0 o Terra_2_NCBI_PHB_2024-03-05T15-48-07 excluded_samplesitsy generated_accessionstsy
REFERENCE DATA - o Terra_2_NCBILPHE_2024-03-07T14-50-44 excluded_samplestsv

"3aBantaxxutu >$0.01*", a motimM HaTuCHITH "['0TOBO".

5.7.3.11.1.2.2 3aBanTtaxkeHuil ¢aiin 3'IBUTHCS y BEPXHbOMY MPABOMY KYTi.
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ax &

Sgen @ e ouant @) sl tan By Congeumise © Pl i 3 [
Tttt

[Z) generated_accessions (2) - Notepad

File Edit Format View Help
,aicsampleiaccessicn sample_name
SAMN41639456 2019C-3204
SAMNA1©39457 2018C-4039
SAMNA1039458 2017C-4936

5.7.3.11.1.3  Ha enexTpoHHY aapecy, MoB's3any 3 0omikoBuM 3amucom NCBI, sxuit
OyJI0 BUKOPUCTAHO JUTsl 3aBAHTAXKCHHSI, Ma€ HATIUTH JIUCT-
HiATBEPKEHH 3 TiepeikoM HoMepiB SAMN B Tifi ucTa Ta B
TekcToBoMy (haitii "BiosampleObjects", mpukpirieHOMY 110 JIUCTA.

BioSample accessions SAMNA1039456, SAMH41039457, SAMNA1039458 - Message (Plain Text) (Read-Only)

File  Message Help Attachments @ Tell me what you want to do
> Open e QuickPrint XX Remove Attachment | (57 save As [y Save All Attachments | O Upload v C2y Upload All Attachments -+ | BRY select Al [ Copy ‘
BioSample accessions SAMN41039456, SAMN41039457, SAMN41039458

biosamplehelp@ncbinim.nihgoy
To © Wllams, Amanda o] (CDC/NCEZID/DFWED/EDLB] - Katz Lee'S. (CDC/NCEZID/DIWED/EDLE, © Carieton, Heather (CDC/NCEZID/DAWED/EDLE)

o
= o
Ll ioSampleObjectstat
[ strbpes

e e breaks frem s message.

€AUTION: This email originated from outside of the organization. Do not click links of open attachments unless you recognize the sender and knaw the cants

Dear edib-cdc service,

“This is an automati that your r ission to the BioSample database has been successfully processed and will be released on the date specified.
BioSample accessions: SAMNA1039456, SAMNA1039457, SAMNA1033458

Temporary SubmissioniD: SUB14394264

Release date: s s00n s processing is complete

A submission summary and the links by which your BioSsmple records will be accessible are appended and attached.

Please reference Biosample accessions SAMNA1039455, A when maki i data submissi
Send i requests ta b i ih ; include the Bi inns SAMN4 1039456, SAMNA1039457, SAMN41033458 in any correspondence.
Regards,

NCEI BioSample Submissions Staff
Bethesds, Maryland USA

j BioSampleObjects - Notepad
File Edit Format View Help

P-\ccessinn SPUID  Organism Tax ID Strain BioProject

SAMNA1839458 2017C-4936 Escherichia coli 562 2017C-4936 PRINA590944
SAMNA1839457 2018C-4039 Escherichia coli 562 20818C-4039 PRINA590944
SAMNA1839456 2019C-3284 Shigella sonnei 624 2019C-3204 PRINA590944

5.7.3.11.2 Homepu npuennanns 10 SRA (Homepu SRR)
IPUMITKA: Ha enekmponny aopecy, nog'sa3amy 3 00JiKO8UM 3anucom
NCBI, axuii 6ukopucmo8ysascs 0Jisi 3a8aAHMANCEHHS, MAE HAJImu Opyutl
eNeKMPOHHULL TUCT i3 NIOMBEPOAHCEHHAM MO20, WO NOOAHHS 00 6aA3U OAHUX
SRA 6yno ycniwno obpodreno i 6yde onybdnikosane 8 0amy, 3a3HAYEHY 8
enekmponHomy aucmi. Enekmponnuil aucm ne micmums HoMepie NPUEOHAHHSL
00 SRA.
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L7 I A G SRA submission SUB14394290, "Ul-less submission 2024-04-22" - Message (Plain Text) (Read-Only)

File  Message Help @ Tell me what you want to do

w8/ 9> \ 6 share to Teams | B To-do | 52 Markunread B3« P B |pnnd . | Q zoom \ ) \ & Vil
=

SRA submission SUB14394290, "Ul-less submission 2024-04-22"

sra@ncbi.nlm.nih.gov
, To Carleton, Heather (CDC/NCEZID/DFWED/EDLB); @ Katz, Lee S. (CDC/NCEZID/DFWED/EDLB); © Williams, Amanda (Jo) (CDC/NCEZID/DFWED/EDLB)

(@) We removed extra line breaks from this message.

Start your reply all with: | Thankyou! | | Received, thankyou. | | Gotit, thanks! ‘@Feedback

CAUTION: This email originated from outside of the organization. Do nat click links or open attachments unless you recognize the sender and know the content is safe.

Dear edlb-cdc service,

This is an automatic acknowledgment that your recent submission to the SRA database has been successfully processed and will be released on the date specified.

Please reference PRINAS90944 in your publication. This BioProject accession number is provided instead of SRP and should be used in your publication as it will allow better searching in Entrez.
Accession to cite for these SRA data: PRINA590944 Temporary Submission ID: SUB14394290 Release date: 2024-04-22

Your SRA records will be accessible with the following link after the indicated release date:
https:, nchi.nim.nih. PRINA590944

Send questions and update requests to sra@ncbi.nlm.nih.gov; include the citation accession PRINA590944 in any correspondence.
Regards,

NCBI SRA Submissions Staff
Bethesda, Maryland USA

5.7.3.11.2.1  Ckomiroiite Ta BctaBre HoMepu SAMN 3 daiiny tsv 3 Kpoky
5.7.3.11.1.2. a6o daiiny txt 3 kpoky 5.7.3.11.1.3. no iHCTpYyMEHTY
"NCBI Run Selector" 3a ampecoto: https://0-www-ncbi-nlm-nih-
gov.brum.beds.ac.uk/Traces/study/. Po3miniTe 4nciia KoMmamu.
Hatuchite Ha kHonky "Ilomryk".

m National Library of Medicine

National Canter for Blotachnology Information

ISRARunSelector Q @ R &
-
< Aceession  SAMNATOSA56 SN m

F Commaon Flelds
Assay Type WGS
Augspuilen 502
BioSampleModel Pathogenel
Center Name Foipenc
collected by cne
DATASTORL filetype TASTO, RCALIGN, RUN.Z(), SRuh, WGMLST_SIG
DATASTORE prowider GS.NCBIS3
DATASTORE region gs.us east1, nebipublic,s3us cast 1
20 o name_country usA

m Runs  Bytes Bases  Download Cloud Data Dellvery Computing
Tatal 3 74850Mb 125G Metadata  or  Accesslon List
Selected 0 0 o Metadata ot Accessionlist  or JWT Car

5.7.3.11.2.2 Tlomyk nmoBepHe TaOJIHUIIIO, sIKa MiCTUTH Bcto iH(popmarito NCBI mpo
Ballll MTOCJTIIOBHOCTI, BKJIIFOYHO 3 HOMepaMu 1ocTyiy 10 SRR.

5.7.3.11.2.3 Harucuits Ha "Accession List", 11100 3aBaHTa)XUTH TaOIULIIO 3
HOMEpaMH NPHETHAHD. 3aBaHTAXEHUN (DA 3'IBUTHCS Y BEPXHHOMY
MIPaBOMY KYTi.
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« C a A hitps; bi-nlm-nih-gov.brum beds.ac.uk ? 10394569%2CSAMNA1039457%2CSAMNA103945880=acc_... A ¢ L = @ L g
Downloads B Q- R
SRARunSelector Q @ & &
DATASTORE provider GS,NCBI,S3 3ZZSJ?|T’UMM 6

- opentie
m Runs Bytes Bases  Download Cloud Data Delivery
See more

Total 3 74860Mb 125G Metadata or = Accession List

Selected 0 0 0 Metadata  or Accessionlist or JWTCart Deliver Data Galaxy

1 2 s 2 5 . 7 B B © u 1
% ~Run % BioSample # Bases % Bytes  Collection Date 3 Experiment & LibraryName & Organism $ create_date 4 Sample Name ~ strain serotype
1 SRR28763089 SAMN41039456 216.17M 12842Mb  2017-01-01 SRX24328488 2019C-3204-001 Shigellasonnei  2024-04-22 os:27:00z  2019C-3204 2019C-3204
2 SRR28763090 SAMN41039457 623.29M 37052Mb  2018-01-01 SRX24328487 2018C-4039-001 Escherichiacoli 2024-04-22 os:28:00z  2018C-4039 2018C-4039  0157:H7
3 SRR28763091 SAMN41039458 412.37M  249.66Mb  2017-01-01 SRX24328486 2017C-4936-001 Escherichiacoli 2024-04-22 os:2s:00z  2017C-4936 2017C-4936  0157:H7

FOLLOW NCBI

) SRR_Acc_List (2) - Notepad

File Edit Format View Help
lkRR28763089
SRR28763090
SRR28763091

5.7.3.11.2.4 Bu MoxeTe BiACTeKYBaTH HOMepHU NpueaHaHHs 10 SRA abo B okpemiit
tabmui Excel, ado B cuctemi LIMS, abo BU MOXETE CTBOPUTH TOJIE
"sra_accession" y Bamriii Tabnuni nanux Terra i ckomioBaTu Ta

BCTABUTH TYJ{ HOMEPH MPHETHAHHS IS KOXKHOTO 3pa3Ka 3aIicy.
CTBOpUTH CTOBIIEI Sra_accession 1 BUKOPUCTOBYBATH HOTO ISt

5.7.3.11.2.4.1 ¥V Bunagatouomy merio "Penarysatu Bubepits "logatu
CTOBIYMK'.
— ( Workspaces » theiagen_pni/TheiaProk_PNITraining_ETrees >
= IO“ WORKSPACES Data
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
& 1llumina_PE_v1-0-0 (25) [OJNNN
,‘ EDIT ¥ OPEN WITH. [B- EXPORT Q SETTINGS 0 rows selected
& analysis_pt_24 (45) ®©
Addrow
y_control_id 10 assembly_fasta
[ analysis_pt_24_set (12) (0] P p—p—
005-A1_USA_CDC_pel 08-0005-A1 USA_CDC_pcl contigsfasta
[E) orange_miseq_specimen (20) 0] ted rows
Deeteseiected rowe | [PO5A2-USA_CDC_pel 08-0005-A2_USA_CDC_pcl contigsfasta
) orange_miseq_specimen_set (1) 6] T -
OS—E],USA,CDC,pc\ 08-0005-B1 U DC_pcl_contigs.fast:
[ pni_training_sample (11) (0]
[} 08-0005-B2_USA_CDC_pel 08-0005-B2_USA_CDC_pcl contigsfasta
pni_training_sample_set (1) O]
[m] 2011L-2624-LRM4update 20111-2624-LRM4update contigs.fasta
pnusa_Im_gj_certification (39} O]
O 2011L-2624_v3index_NextSeq
pnusa_Im_gj_certification_set (30} O]
[} 2011V-1043-LRM4update 2011V-1043-LRM. dat itigs fasta
quality_contral (94) @
[} 2012D-9301-A-USA-CDC-pcl 012D-9301-A-USA-CDC-pcl_contigs fasta
quality_control_set (27) 0]
O 2012D-39301-B-USA-CDC-pcl 2012D-9301-B-USA-CDC-pcl_contigsfasta
REFERENCE DATA v
Il 2012D-9301-C-USA-CDC-pcl 2012D-9301-C-USA-CDC-pcl_contigs.fasta

5.7.3.11.2.4.2 YV crummBarouomy BikHi "Jlo1aTi HOBUI CTOBITYUK' HA3BITH HOBUH
CTOBIUMK "sra_accession" i HaTUCHITH "30epertu".
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Add a new celumn

Column name

sra_accession

Type:

® string O Reference

[ wvalueisa list

Default value [cptional, will be entered for all rows)

O Number O Boolean

[ Enter a value

l

Cancel E

5.7.3.11.2.4.3 Hosuii cToBmemns Mae 3'sButrcs B Taomuil qanux. [1{o06 BBecTn
HoMmep npueaHaHHs SRR it meBHOT OCTIAOBHOCTI, HATUCHITH
"PenaryBaTu 3HaueHHs" y CTOBITUMKY Sra_accession JJisl IbOTO

= ! N Workspaces > theiagen_pni/TheiaProk_PNLTraining_ETrees >
- 10\ 'WORKSPACES Data
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
@ fllumina_PE_v1-0-0 (25) © 2
# EDIT XX OPENWITH.. [3 EXPORT f¥ SETTINGS 0 rows selected =/
[ analysis_pt_24 (45) o]
Ov quality_control_id 10© . sra_accession @i assembly_fasta
B analysis_pt_24_set (12) ©
[m] 2015K-0887_v3index_NextSeq
@ orange_miseq_specimen (20) ®
[m] 2015K-1104_v3index_NextSeq
[ orange_miseq_specimen_set (1) @
O 2015K-1440-LRMéupdate
@ pni_training_sample (11) ©
[m] 2017C-3818-LRM4update 2017¢-3818-L RM4update_contig]
& pni_training_sample_set (1) ®
[m] 2017C-3830-LRM4update
@ pnusa_Im_cj_certification (99) ®
[m] 2017C-4936 [ #  2017C-4936_contigsfasta
@ pnusa_Im_cj_certification_set (30) ®
[m] 2017C-4938 Editvalue 017¢-4938 contigsfasta
B quality_control (94) 0] I
[m] 2018C-4039 2018C€-4039_contigsfasta
@ quality_control_set (27) ®
[m] 2018C-4709-L-A1-USA-CDC-pel 2018C€-4709-L-A1-USA-CDC-pel_(
REFERENCE DATA M [m] 2018C-4709-L-A2-USA-CDC-pel 2018C-4709-1-A2-USA-CDC-pel |

5.7.3.11.2.4.4 'V crumiBatouomy BikHi "3MIHUTH 3HaUYEHHS" BCTaBTE HOMEP
npueaHanHs 10 SRA y nose Ta HaTHCHITS "30epertu 3MiHn".

Edit value

Type:
® string

O valueisa list

O Reference

O Number O Boolean

l SRR28763021

DELETE

Ry oo
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6. TEXHOJIOI'TYHA KAPTA:

Miarotysatu pann metagaHux (5.1)

3aBaHTKUTK daiinm FASTQ Ta mTagaHux oo naatdopmm Terra (5.3)

3anyctutn TheiaProk_Illumina_PE_PHB workflow (5.4)

OuiHka, KAl Ta reHoTMNYBaHHA pe3y/bTaTiB 3pasKu eKBiBaNEHTHOCTI, L0 He MPOMLLAM
(5.5 &5.6) KOHTPO/Ib AKOCTI

MpoBecTu dinoreHeTUYHMIA aHanis (PNIDO2)

3aBaHTaxMTU nocaigosHocTi Ao NCBI (5.7)

7. NOB'SAA3AHI JOKYMEHTU:
7.1 PNIDO02: MixxnapoaHa cTaHAapTHa oneparliiina npoueaypa PulseNet qis dinoreneTnaroro
anamizy nannx WGS 3 Bukopucranusm miardopmu Terra.Bio.

8. BUKOPUCTAHA JIITEPATYPA:
8.1 Libuit K.G., Doughty E.L., Otieno J.R., Ambrosio F., Kapsak C.J., Smith E.A., Wright
S.M., Scribner M.R., Petit III R.A., Mendes C.I., Huergo M., Legacki G., Loreth C., Park
D.J., Sevinsky J.R. (2023) Accelerating bioinformatics implementation in public health.
Microbial Genomics 9:001051.

9. KOHTAKTMU:
9.1 Jlabopatopist NGS PulseNet LlenTpy koHTpOIIO Ta TpodinakTuku 3axBoproBanb CIIIA:
pulsenetngslab@cdc.gov
9.2 MixHapoaHuii KoopanHaTOp 13 3a0e3neuenHs sikocti PulseNet Eiis Tpiec:
ehyytia-trees@cdc.gov
9.3 Theiagen:
9.3.1 3aranpHa eIEKTPOHHA IMOIITA JJIs MIATPUMKH: support@theiagen.com
9.3.2 Mimens Ckpibuep: michelle.scribner(@theiagen.com
9.3.3 ®penk AMOpocio:_frank.ambrosio@theiagen.com

10. 3MIHMU: BiacyTHi.



mailto:pulsenetngslab@cdc.gov
mailto:ehyytia-trees@cdc.gov
mailto:michelle.scribner@theiagen.com
mailto:frank.ambrosio@theiagen.com
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11. HIAITMCH ITPO 3I'OAY:

3aTBEPIKEHO Mara:
[Tepconan PulseNet 35/K51
3aTBEPIKEHO Mara:

Texniunuii kepiBauk PulseNet WGS

3aTBEP/IKEHO [ara:
Mixknapoanuii koopauHaTtop PulseNet

3aTBepaKEHO Jara:
KepiBHuk rpynu pearyBaHHs Ta ynpasiiHHA crianaxamu PulseNet

3aTBepaAKEHO Jara:
3aBigyBad CEKTOPY J1abopaTopii KUIIKOBUX 3aXBOPIOBAHb
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Honaroxk PNIDO01-1: Immnopt nanux a0 Terra 0e3nocepeanno 3 Illumina BaseSpace
MNPUMITKA: [[[o6 narawmysamu pobouy obracms Terra 01 niokmoueHHs 00 00iK08020
sanucy Illumina BaseSpace, oompumyiimecs incmpyxyiu na caumi pecypcie Theiagen 3a
aopecoio https://theiagen.notion.site/BaseSpace Fetch-34978656aa2d46ba82f2059434bd9369.
s ompumanus 000amko8oi 0onomo2u 36epHimovcs 00 komnanii Theiagen (Konmaxmmuy
inghopmayiro ous. y posoini Konmaxmu (9)).

1. VYBiitaiTh y cBiif 00miKoBUH 3amuc BaseSpace 1 3HAAITH UK, SIKWA TOTPIOHO

imnopryBatu 10 Terra.

@ O nhttpsy/basespaceillumina.com/runs/active a A v Sld = @ B
g @ @ i} [M 1-250f76 Show 25 -
O smis v RUN NAME AVGXQ30 “oF INSTRUMENT ¥ CREATED
O Complete WV-M07896-231215 81.72% 4818% M07896 2023-12-15 15:18
O Complete WV-M07896-231213 90.55% 82.75% M07896 2023-12-13 12:18
O Complete VL403-23-003 88.63% 79.83% VL00403 2023-12-12 13:35
O Complete WV-M07896-231128 46.99% 10.94% M07896 2023-11-28 16:40
O Complete 92.90% 91.02% M03235 2023-11-07 16:16
O Complete M3235-23-041 88.00% 92.64% M03235 2023-11-03 12:01
O Complete IMR-M01432-241023 84.67% 69.95% M01432 2023-10-24 01:26
O Complete IMR-M01432-171023 84.35% 68.96% M01432 2023-10-17 01:05
O Complete OH-VH01632-230919 89.77% 76.79% VH01632 2023-09-19 16:25
O Complete MiSeq Ve 015 91.99% 94.84% MO8444 2023-09-0115:45 1

2. 3aBaHTaxTe 3pa3zok s mpooiry:
a. [Ilepeiinite Ha BKiagky "dainau" i MPOKPYTITH CTOPIHKY TOHU3Y.

illumina SEQUENCE HUB PulseNet NGSL.. A

Q HOME  RUNS  BIOSAMPLES  PROJECTS  AMALYSES  APPS  DEMO DATA

Important: Due to recent security updates, you may have Issues logging in or uploading data to BaseSpace, ICA, and Proactive If you have not updated your
instrument. LEARN MORE LEARN MORE

Transfer of projects containing NextSeg 2000 or BCL Convert data is currently disabled. Data can be shared as an alternative until the feature is restared.

M3235-23-042

SUMMARY  BIOSAMPLES ~ SAMPLES ~ CHARTS  METRICS  INDEXINGQC  SAMPLE SHEE] FILES

Jololclo

Instrument Created Instrument Type
M03235 9290 91.02 2023-11-07 1616 MiSeq

%030 HPF

File Count/Size File Status
55,592 files (10 GB) Active

Run Status Lane QC Status Flow Cell Status

Complete QcPassed QcPassed et User
PulseNet NGS Lab 1 PulseNet NGS Lab 1

. . Flow Cell ID Run 1D
Latest Analysis Cycles Yield 0D0D00000-L 38R 231107.M03235_61
e isaian B oieee) 2. 1511010 | 151 5.38 Gbp

b. Hatucuits Ha mocunanus SampleSheet.csv.



https://theiagen.notion.site/BaseSpace_Fetch-34978656aa2d46ba82f2059434bd9369
https://theiagen.notion.site/BaseSpace_Fetch-34978656aa2d46ba82f2059434bd9369
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[} Runs - BaseSpace Sequence Hub % l+

B  httpsy/basespace.illumina.com/run/269758502/M3235-23-042/files/tree

5 IAgEANAIYSIS_INEILOpY_ Lo, we 1D Y A1 SIS _INE UYL I R

[ ImageAnalysis_Netcopy_co... xt ImageAnalysis_Netcopy_complete_Read1.txt

B ImageAnalysis_Netcopy_co... xt 47B ImageAnalysis_Metcopy_complete_Read2.txt
B ImageAnalysis_Netcopy_co. >t 478 ImageAnalysis_Metcopy_complete_Read3.txt
[E ImageAnalysis_Netcopy_co xt 47B ImageAnalysis_Netcopy_complete_Read4.txt
B Reportinto dat dat 96 B Reportinfo.dat

B RTAComplete.txt [ 478 RTAComplete bt

B RunCompletionStatus xml xml 549 B RunCompletionStatus xml

B Runinfo.xml xml 6885 B Runinfo xml

4.28 KB RunParameters xm|

SampleSheet csv 227 KB SampleSheet csv

Samplesheetcsv

Q

N

w B G|

2025-11-u0 Us.IB

2023-11-08 03:36

2023-11-08 04 27

2023-11-08 05:58

2023-11-08 16:40

2023-11-07 16:04

2023-11-08 16:40

2023-11-08 1708

2023-11-07 16 04

2023-11-07 16:04

2023-11-07 16:04

c. Y ciBarouomy BikHi "SampleSheet.csv" HaTuCHITH "3aBaHTaXKUTH".

t 47 B ImageAnalysis_Netcopy_complete_Read3 txt
SampleSheet.csv X
[Header] -
jat Local Run Manager Analysis Id,2002
Experiment Mame,M3235-23-842
Date,2023-11-87
t Module,GenerateFASTQ - 3.8.1
Workflow, GenerateFASTQ
Library Prep Kit,Illumina DNA Prep
Index Kit,IDT-I1mn DNA-RNA UD Indexes SetABCD Tagmentation
mi Chemistry,Amplicon
[Reads] -
ull
CANCEL DOWNLOAD
ull
= ]
235-23-042/Hiles/tree. a A G lm o= G 4 og
wo B8 gL 3 1 ounloads B a -
2o ImageAnalysis Notcopy comalote Roadt it 8 Smleses s o W
SemnpleShesLesy
478 ImageAnalysis_Metvopy_comalele_Read2. bl B e
See more
78 ImageAnalysis_Netcopy_complsta_Read3 txt 2ues v v e
SampleSheet.csv x
20331106 16:20
[osden] o~
Lees] zun Benager analysis 16,2002 20231107 16 04
P : l
Date, 202
Hacule, GernorataFasTa - 5.8.1 R
Markflow, GenerataFisTR
Library Frep Kit,lluine 04 brep
Tngex KIT,IDT-TI00 DAS-RHA UD Indexes SETAICD Tagrentation .
Cnsmtstry argicon 202211 08 17.08
[hesds] -
20239107 10,04
20231107 1604
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d. 3aBanTakeHu# csv-¢aii 3'IBUTHCSA y BEPXHBOMY MPABOMY KYTi B PO3/I1Ii

"3aBaHTaXKeHHS".

3. Binkpuiite apkym SampleSheet. CtoBmii, HeoOXinHi y ¢aiini MeTagaHux tsv,
3aJIe)KaTUMYTh BiJl CTOBIIIIIB 1 BMICTY CTOBIIIIIB, HASBHUX Ha apkyIr SampleSheet.

4. Tligroryiite (haitn MeTagaHUX tsv:

CroBmmi motpi6Hi, koym croBii "Sample Name" ta "Sample ID" B apkymi

a.

SampleSheet MatOTh OITHAKOBHIA BMICT:

AutoSave (@ o) 9~ s SampleSheet (2) v £ search

Trees, Eija (CDC/NCEZI|

File  Home Insert Pagelayout Formulas Data Review View Help
e K & B B aERE
Copy ~
" romcronr | B 1 U [H 0 A = | B | § < % 3 | Srdtond omas o | men oo ront |
Clipboard [ Font [ Alignment [ Number [ Styles Cells
[m Sl i [ X v | Header]
\
Y A | B C D E F G H 1 J K L
1 [[Header] |
2 [Local Run Manager Analysis Id 2002
3 |Ex Name. M3235-23-042
4 |Date 11/7/2023
5 |Module GenerateFASTQ - 3.0.1
6 |[Workflow GenerateFASTQ
7_|Library Prep kit lllumina DNA Prep
8 |IndexKit IDT-1lmn DNA-RNA UD Indexes SetABCD T
9 |Chemistry Amplicon
10
11 |[Reads]
12 151
13 151
14
fl5il[Settings]
16 |adapter CTGTCTCTTATACACATCT
17
18 |[Data]
19 |sample_ID Sample_Name Descriptiol Index_Plat Index_Plat 17_Index_I index 15_Index_lindex2 |Sample_Project
20| D5480-M3235-23-042 D5480-M3235-23-042 B A6 UDP0137 | CCGGTTCCUDPO137 | TATATTCGAG
21 | ATCC-BAA-460-M3235-23-042 | ATCC-BAA-460-M3235-23-042 B BO6 UDP0138 | GGCCAATA UDPO138 | CGGTCCGATA
22 |20111-2624-M3235-23-042 | 20111-2624-M3235-23-042 B o6 UDP0139 | GAATACCT UDPO139 | ACAATAGAGT
23 |2015K-0092- 323523042 |2015K-0092-M3235-23-042 B D06 UDP0140 |TACGTGA# UDPO140 | CGGTTATTAG
24|2015K-1440-M3235-23-042  |2015K-1440-M3235-23-042 B E06 UDP0141 |CTTATTGE UDPO141 | GATAACAAGT
25|2013V-1178-M3235-23-042 | 2013V-1178-M3235-23-042 B F06 UDP0142 | ACAACTAC UDPO142 | AGTTATCACA
262014C-3598-M3235-23-042 | 2014C-3508-M3235-23-042 B 606 UDP0143 | GTTGGATCUDPO143 | TTCCAGGTAA
27 |2014C-3857-M3235-23-042 | 2014C-3857-M3235-23-042 B 106 UDP0144 | AATCCAAT UDPO144 | CATGTAGAGG
28 |2015C-3881-M3235-23-042 | 2015C-3881-M3235-23-042 B AO7 UDP0145 | TATGATGE UDPO145 | GATTGTCATA
<+ | samplesheet2) [ @ : [

1. imenTudikarop imeni_0a3u_gaHux_o006'ekra:
BeeniTh Ha3By TabnuIi JaHuX (HOBOI a00 iCHYI04O01) B KOMipKy Al

1.

MK "entity:'

' Ta "idﬂ.

2. Bsaenith i1eHTH(IKATOPH 3pa3KiB y CTOBMUUK A Tak, sIK BU XOUETe,
11100 BOHM 3'sIBHJIMCS B TaOnuIll gaHux Terra.

ii.

SampleSheet "Sample Name".

1il.

BimoOpakaeThes y BaseSpace.

basespace sample name: CKOMIIOWTE Ta BCTABTE BMICT 3 MO

basespace collection id: BBeniTh Ha3By IIUKITY TakK, K BOHA
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AutoSave ©) - 7 M3235-23-042 = Saved to this PC v £ Search

File Home Insert Page Layout Formulas Data Review View Help

ET] éé:t . [calibri Juo VA A== E | 28 wrap Text @

Pajte @Fo:}n:’at Painter I U~ Hy O A v €= 3= Merge & Center ~ $
Clipboard [ Font 5 Alignment 5

| 620 il x v fﬂ‘

A A B C L m | &
1 |entity:quality_control_id basespace_sample_name basespace_collection_id
2_ D5480-LRM4update D5480-M3235-23-042 M3235-23-042

3 |ATCC-BAA-LRMA4update ATCC-BAA-460-M3235-23-042 M3235-23-042

4 |20111-2624-LRM4update 2011L-2624-M3235-23-042 M3235-23-042

5 |2015K-0092-LRM4update 2015K-0092-M3235-23-042 M3235-23-042

6 |2015K-1440-LRM4update 2015K-1440-M3235-23-042 M3235-23-042

7 |2013V-1178-LRM4update 2013V-1178-M3235-23-042 M3235-23-042

8 |2014C-3558-LRM4update 2014C-3598-M3235-23-042 M3235-23-042

9 |2014C-3857-LRM4update 2014C-3857-M3235-23-042 M3235-23-042

10 |2015C-3881-LRM4update 2015C-3881-M3235-23-042 M3235-23-042

1L 2017C-3818-LRMAupdate 2017C-3818-M3235-23-042 M3235-23-042

1& 2017C-3830-lRM4update 2017C-3830-M3235-23-042 M3235-23-042

13 [2015C-5082-1 RM4update 2015C-5082-M3235-23-042 M3235-23-042

b. CroBmui, HeoOxiaHi, komu cropmui "Sample Name" Ta "Sample ID" na apkymri
SampleSheet maroTh pi3Huii BMiCT:

File  Home  Insert  Pagelayout  Formulas  Data  Review  View  Help
fﬁ E,X,Cm A ==E2 |Bwepe B BE [voma Bad Good
@ <
Pt v | 8 T U |B (@ A | S5 2|5 = |Bweacme - | § - % 9 [ | Sttt romae e
Clipboard 51 Font ol Alignment m Number 51 Styles.
[2 i [x v &
L
A A B < D E F G H | J K L M
1 |[Header]
2 |Local Run Manager Analysis Id 123123
3] i Name CAOC-M5870-230530E
4 |Date 6/14/2023
_5_|Module |Gen TQ- 3.0.1
6 |[Workflow |GenerateFASTO.
_7_|Library Prep Kit [lllumina DNA Prep
_8 |IndexKit IDT-llmn DNA-RNA UD Indexes SetABCD T:
9 |Chemistry Amplicon
10
11 |[Reads]
1_i| 151
13 151
14
15 |[Settings]
16 |adapter CTGTCTCTTATACACATCT
17
18 |[Data]
19 [sample_ID sample_Name DescripticIndex_Pla Index_Pla I7_index_|index _|15_Index_|index2 |Sample_Project
20 |2023FD-00134 |2023FD-00134-CAOC-MS5870-230530E A ‘Aﬂ? UDP0049 I:AETG]JG( UDP0049 | CTGGTACY CPO_230530E
21 |BE230960535 |BE230960535-CAOC-M5870-230530E A |Bo7 UDPOO50 | GACACCA UDP0OS0 | TCAACGTC Sal_230530E
22 |2023FD-00135 |2023FD-00135-CAOC-M5870-230530E A |eo7 UDPO051 |CCTGTCTG UDPOO51 |ACTGTTGTCPO_230530E
23 | 2023FD-00136 |2023FD-00136-CAOC-M5870-230530E A 1 Do7 UDPOOSZ:IIGA:[GTM UDP0052 GTGCGTC(CPO_230530E
24 | 2023FD-00137 |2023FD-00137-CAOC-M5870-230530E A |E07 UDP0053 |GGAATTG Ul DPOOSSA'»AGUACAF CPO_230530E
25 |BE231320288 BE231320288-CAOC-M5870-230530E A Fo7 UDP0054 GCATAAGYLI DP0054 | TTCCGTCE Ecoli_S
26 |2023FD-00138 2023FD-00138-CAOC-M5870-230530E A Go7 UDP0OO55 CTGAEEATLI DP0055 CTTAACCE CPO_230530E
27 |2023FD-0013% 2023FD-00135-CAOC-M5870-230530E A HO7 UDPOOSE_'A_ACGCAC; LIDPOO.SE_’ECTCGG; CPO_230530E
28 |BE231330092 BE231330092-CAOC-MS5870-230530E A A08 UDPOO57 |TCTATCCT UDP0O0S? | CGTCGAC! Sal_230530E
29 |BE231330093 BE231330093-CAOC-M5870-230530E A BO8 UDP0O058 CTCGC'EFC‘LI DPO058 | TACTAGTC Sal_230530E
30 |BE231350225 BE231350225-CAOC-M5870-230530E A ‘(308 UDPOQSB:E:T GTTGGET U DPOO.SBA#\TAGACO Sal_230530E

i. entity datatablename id:

1. BgexiTh Ha3By TabnwuIl JaHuX (HOBOI a00 icHYI0401) B KOMIpKY Al
Mix "entity:" Ta "id".

2. BgeniTh ineHTH(hIKATOPY 3pa3KiB Y CTOBITYUK A TakK, K BU XOUETe,
00 BOHH 3'SIBUIIHCS B TaOnuili JaHux Terra.
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C.

basespace sample name: CKOMiIOWTE Ta BCTABTE BMIC
SampleSheet "Sample Name".

ii.

T 3 ITIOJIA

nosist SampleSheet

. o .
iii. basespace sample id: ckomitoiiTe Ta BCTaBTE BMICT 3
" "

Sample ID".

iv. basespace collection id: BBemiTh Ha3By LMKy TakK, K BOHA
BioOpakaeThcst y BaseSpace.
AutaSave (@ on) D Gl = manual upload_metadata 240213 2 v P Search
File Home Insert Page Layout Formulas Data Review View Help
ngc‘" Calibri o A A =E=E] o | BWepTee General . = % Normy
[E Copy ~
Paste | A | S == |== 8 o . g en o | Conditional Formatas| Neutr|
T Sromatpanter | 5 T Y &~ A = = = == EMegeacens S~ % 9 Wt Formatting ~ Table
Clipboard 5 Font 5 Alignment 5 Number 5

c1s -1 x |

4 A | B c D | e | F | & | H |

1 |entity:quality_control_id b _sample_name basespace_sample_id basespace_collection_id

2 |cCAOC 2023FD-00134 | 2023FD-00134-CAOC-MS870-230530E | 2023FD-00134 CAOC-M5870-230530F

3 |cAOC_BE230360535 BE230960535-CAOC-M5870-230530E  BE230960535 CAOC-M5870-230530E

4 |CAOC 2023FD-00135 | 2023FD-00135-CAOC-MS870-230530E | 2023FD-00135 CAOC-M5870-230530E

5 [cAOC_2023FD-00136 | 2023FD-00136-CAOC-M5870-230530E  2023FD-00136 CAOC-M5870-230530E

6 |CAOC 2023FD-00137 | 2023FD-00137-CAOC-MS870-230530E | 2023FD-00137 CAOC-M5870-230530F

7

Crosmi, HeoOxiaHi 1s NextSeq SampleSheet:

AutoSave O S s SampleSheet (14) ~

Insert

Formulas Data

Review

View

File

Home

Page Layout

~  <¥ Format Painter
clipboard

F
N
N

A

Calibri
B I U
=

S

“[11 oA AT

clEme &y A=

Font =]

HEERE

[Header]
FileFormatVversion
RunName
InstrumentPlatform
IndexOrientation

VL403-24-001
Nextseqikak
Forward

IR IR
N o Y P o o 1

[Reads]
Readi1Cycles
Read2Cycles

Index1Cycles
Index2Cycles

[Sequencing_settings]

151
151
10
10

1t DNAPrep

14|L pl

16 | [BCLCONvert_Settings]
17 |softwarever:

sample_ID
20131-5214
20131-5351
20131-5356
20131-5357
20131-5585
30]20131-5615
31]20111-2624
32 | 2015k-0887
33|2015k-1104
4 [201aK-0832

AdapterRead1
AdapterRead2
OwerrideCycles

1 |FastqCompressionFormat

3 |[BCLCOnVert_Data]

3.10.12
CTGTCTCTTATACACATCT
CTGTCTCTTATACACATCT
¥151;110;110;Y151

B2ip

sion

Index Index2

CGACATCCGA. TACGTTCATT
CACAATAGGA TCCATCCGAG
GCAACATGGA CTTGTCTTAA
TAGTTCGGTA CCATGTGTAG
CTATTACTAC GAGTCTCTCC
TAGCATAACC GCTATGCGCA
ACTCTATTGT ATCGCATATG
CCAAGGCCTT TCGAAGTACT
TTACTCCACA GACACCGATG
GTAGAAGTG CTAGCGTCE,

A
SampleSheet (14) @

1.

ii.

1il.

entity datatablename_id:
1. Bgenite Ha3By Tabauui JaHuX (HOBOT a00 iCHYI0UO1) B KOMIpKYy Al
Mk "entity:" Ta "id".
2. Bsaenith i1eHTH(IKATOPH 3pa3KiB y CTOBMUUK A Tak, sIK BU XOUETe,
11100 BOHM 3'sIBHJIMCS B TaOnuIll gJaHux Terra.
basespace sample name: CKOMiIOWTE Ta BCTABTE BMICT 3 MO
SampleSheet "Sample ID".
basespace sample id: ckomitoiiTe Ta BcTaBTe BMICT 3 ot SampleSheet

"Sample ID".
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iv. basespace collection id: BBemiTh Ha3By LUKy TakK, K BOHA
BioOpakaeThcst y BaseSpace.

AutoSave (@ ofF) Vv s manual_upload_metadata_240214_3 ~ £ search

File Home Insert Page Layout Formulas Data Review View Help

P e v -_—
X cur Calibri i WA A == E v 2B wiap Text General
| A
Paste LEICOPY e —
< Sromatpainer | B 1 L~ = ElMerge & Cenmter ~ | § % 9 [
Clipboard [ Font [ Alignment [ Number
819 . Bold (Ctrl+B)

Make your text bold

4 A | B \ c | D L@ |
1_|entity:quality_control_id basespace_sample_name  basespace_sample_id basespace_collection_id
2 |20131-5214_v3index_NextSeq 2013L-5214 20131-5214 VL403-24-001

3 |2013L-5351_v3index_NextSeq 2013L-5351 2013L-5351 VL403-24-001

47 20131-5356_v3index_NextSeq  2013L-5356 2013L-5356 V01403-24-001

57 20131-5357_v3index_NextSeq  2013L-5357 2013L-5357 V01403-24-001

67 20131-5585_v3index_NextSeq  2013L-5585 20131-5585 V01403-24-001

L 2013L-5615_v3index_NextSeq  2013L-5615 2013L-5615 V01403-24-001

87 20111-2624_v3index_NextSeq  2011L-2624 20111-2624 V01403-24-001

9_ 2015K-0887_v3index_NextSeq  2015K-0887 2015K-0887 V01403-24-001

10 |2015K-1104_v3index_NextSeq  2015K-1104 2015K-1104 VL403-24-001

11 |2014K-0833_v3index_NextSeq  2014K-0833 2014K-0833 VL403-24-001

12

d. 306epexith daiin y ¢popmari tsv: Budepits "36epertu k" i "Teker (3
po3aineHHsaM Ta0ysmiero) (*.txt)". IlepexonaiiTecs, 1mo iM's Bamoro dairy
3aKiHUy€eThCs Ha ".tsv".

manual_upload_metadata_240209 Eija Trees
Save As
@ v 2 [ OneDrive - CDC > +My_Large Workspace > backup > Terra > PT2024
| manual_upload_metadata_240209.tsv
e [ext ab delimited) (o) - ‘ B save ‘
Excel Workbook (*xIsx) [«
Y OneDrive - CDC Excel Macro-Enabled Workbook (*xism)

eih9@cdc.gov Excel Binary Workbook (*xIsb)

Excel 97-2003 Workbook (*xls)

Sites - CDC CSV UTF-8 (Comma delimited) (*csv)
eih9@cdc.gov XML Data (*xml)

Single File Web Page (*mht, *mhtmi)
Web Page (*htm, *html)

Excel Template (*xit)

oth
&l This PC

Excel Macro-Enabled Template (*xitm) ]
©

tions.

Excel 97-2003 Template (i)

Add a Place
Unicode Text (*xt) ‘M
XML Spreadsheet 2003 (*xml)
Microsoft Excel 5.0/95 Workbook (*xs)
€SV (Comma delimited) (*csv) M
Formatted Text (Space delimited) (*prn)
Text (Macintosh) ()

Browse

Publish

5. Immopryiite ¢aiin meTaganux tsv:
a. Ha sxmammi "Jlani" HatucHiTh "IMmopryBatu nani" 1 BuGepith "3aBaHTaOXKUATH tSV"
Yy BUIIQIaI0Y0MY MEHIO.
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Jlok. No. PNID01 | Bep. No. 01 ‘ JlaTa HaGyTTsI YHHHOCT: Cropinka 39 3 67
E . WORKSPACES \S{;r:;paces > theiagen_p|
DASHBOARD DATA ANALYSES WORKFLOWS
[ © IMPORT DATA J # EDIT 3 OPENWITH.. [ EXF
| Upload TSV

O« quality_c.. 1O abricate

| Open data uploader

O 08-0005-A1_U...
Add reference data

-

O 08-0005-A2_U...
2300109 (2) (O]

O 08-0005-B1_U...
CDC_ATCC_Seq... (42) ®

O 08-0005-B2_U..

b. V¥ cnuBarouomy BikHi "IMIopTyBaTH 1aHi TaOIUIN" BH MOXKETE IMITOPTYBATH
MeTaJaHi BoMa croco0amu:
1. Ha Bxmaami "Immopt daitniB" HaTHCHITH TOcepeauHi, 1100 BUOpaTH daiin
tsv, meperIiTh 10 Micis, ae 30epiraeThes (aiin MeTaganux tsv, BUOEPITh
(aiin 1 HaTucHITh "Binkputn".

Import Table Data -
Orgamize = Newfolder Ee 1 @
Choose the data import option below. Click here for more info on the -
table. ] Name Status Date
s Quick seesss
Data will be saved in Terra-managed location: us us-centrall (lowa) B oo . 33 Errors apitoken @ =T
i ) h3235-23-041 @ 1130024
FILE IMPORT  TEXT IMPORT & Downloads * E s 2200 ° P
Select the Tsy file cont. ota: [ Onebrive- CDC * I manual_upload_metadata 2402131 a 2134
elect the IS file containing your data: | FS10002635 (R) * 3] SampleSheet CAOC-MS370-2305306 @ 2/8/2
) NCEZID_DFWED_EDLB PulseNet_Data * ] SampleShest M3235-23-042 <] 125
rag or Click to select a tsv file | assemblics . (5] SampleSheet NVLV-MD5335- 20290508 . 20602
) et OH- 5 /2
= Pictures . gs..npw. et OH-VHO1632-230410 @ 6/
23 7672
|, 2023-2024- AMD-RY-Plasemicl-ndk-virulence- proje SampieSheet V1 403-23.003 © a2
. ) V1403-23-003_Toolkit900K e
TSV file templates ] spades-2023-10-18 *
& Download sample_template.tsv [l skea-2023-10-30 -
| 2024 v <
[f Terra Support: Importing Data - Using a Template
File name: [manual_upload_metadata 2402131 ~| [anFies ~|

il. Kpim Toro, Bu MokeTe repeiTy Ha BKIAIKY "IMmopT Tekery" i
CKOTIIOBATH Ta BCTABUTH BMICT tSv-(ailiry B ToJie TOCEPEIUHI.

Import Table Data

Choose the data import option below. Click here for more info on the
table.

Data will be saved in Terra-managed location: us us-centrall (lowa)

FILE IMPORT TEXT IMPORT
P e—

Copy and paste tab separated data here:

Clear
entity:quality control_id basespace_sample_name basespa,®
D548@-LRM4update D5486-M3235-23-842 M3235-23-642 B
ATCC-BAA-LRMAupdate ATCC-BAA-460-M3235-23-642 M3235-2
2@11L-2624-LRMdupdate 20111 -2624-M3235-23-242 M3235-23-642
AAMEY AAAD 1 BMAcndab o AAMEV AANT M3A3E 13 AAT MIA3C A3 Add

4 »

4

c. VY ciuBarouoMy BikHi "IMnopTyBaTH qaHi 3 TabauIi" 3'IBUTHCS MOTIEPEHKEHHS
PO T€, IO JIaH1 BXK€ ICHYIOTh Y BIJIMOBIIHIA TaOIHIT JaHUX (SKIIO IMITOPT
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BUKOHYETHCS B ICHYIOUY TAOJIHITIO JaHUX ), 1 3aBaHTAKCHHSI HOBUX JIAaHUX 10 Hel
MO>KE MPU3BECTH JI0 Niepe3anucy icHyounx nanux. Harucuits "lloyatu immopt".

Import Table Data

Choose the data import option below. Click here for more info on the
table.

Data will be saved in Terra-managed location: us us-centrall (lowa)

FILE IMPORT TEXT IMPORT

Select the TSV file containing your data:
Clear

| Drag or Click to select a tsv file

Selected File: manual_upload_metadata_240213_1tsv

/) Data with the type quality_control already exists in this workspace.
Uploading more data for the same type may overwrite some entries.

TSV file templates
& Download sample_template.tsv

[ Terra Support: Importing Data - Using a Template

CANCEL START IMPORTJOB

Upload selected data

JUTSL TIOCITITOBHOCTEH, iMITOpTOBaHUX 3 BaseSpace.

Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees >

@) workspaces  pr

d. Ilicns 3aBepiieHHs IMIOPTY BH T0OAYUTE HOBI 3alMCH, CTBOPEH] B TAOJIHII TaHUX

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
[ © weomomma ] J| #eor ®orenwme B evom Bsemnes | omowssecss = sovavcepseanor q
TABLES o O+  quality_control_id 1@ basespace_collection_id @F  basespace_fetch_analysis.date D! basespace_fetch_vers
Search all tables n o D5480-LAM4update M3235-23-042 2024-01-30 Terra Utilities v1.3.4
2300109 (2) (o} o D7320-L-1A_USA_CDC_pcl
B CDC_ATCC_Sequences (42) 0] = D7320-L-18.USACOC_pel
CDC_ATCC_Sequences._set (22) 6] = D7320-L-2A.USACDCpcl
D7320-L-2B_USA_CDC_pel
lllumina_PE_v1-0-0 (25) @ = Pel
o NVLV_QA-157 NVLV-M05339-20230508
B analysis_pt_24 (30) 0]
u] NVLV_QA-158 NVLV-M05339-20230508
analysis_pt_24_set (3) 6]
u] NVLV_QA-159 NVLV-MO5339-20230508
orange_miseq_specimen (20) o]
=] NVLV_QA-160 NVLV-M05339-20230508
orange_miseq_specimen_set (1) ®
u] NVLV_QA-161 NVLV-M05339-20230508
B pni_training_sample (11) 0] . <
pni_training_sample_set (1) [©] 1-540f54 [« [ < [>][»] items per page:

6. 3amyctiTh pobounii mponec "BaseSpace Fetch PHB":
a. Ha Bxmaani "Po6oui npouecu" HatucHiTh "BaseSpace Fetch PHB". Biakpuetscs

BikHO "BaseSpace Fetch PHB".
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Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees >

= @ WORKSPACES Workflows

DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY

'WORKFLOWS SEARCH WORKFLOWS

Sort By: | Alphabetical v

BaseSpace_Fetch_PHB Lyve_SET

V. kgl-lyveset-dev o

V.v134 V.v13.0 V.v13.0 ®
Source: Dockstore: Source: Dockstore Source: Dockstore Source: Dockstore

Find a Workflow BaseSpace_Fetch

(]

MashTree_FASTA

SRA_Fetch

Lyve_SET_PHB SRA_Fetch_PHB TheiaProk_lllumina_PE

V.v13.0 Vv V.vlal V.v13.0 V.VL3,
Source: Dockstore ® Source: Dockstore. ® Source: Dockstore ® Source: Dockstore ® Source: Dockstore ®

b. V¥ Bunamarouomy meHto "Bepcis" BHOEpITh OCTaHHIO BEPCiIO

C.

BaseSpace Fetch PHB.

Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > workflows >
e WORKSPACES BaseSpace_Fetch_PHB
DASHBOARD DATA ANALYSES WORKFLOWS  JOB HISTORY
€ Back o list

® BaseSpace_Fetch_PHB

Source:g™" " = " _health_bicinformatics/BaseSpace_Fetch_PHB:v1.3.0
Synopsis. v0.2.0
No docut

O Runw V100 by file paths
@ Runw :d by data table
V101
Step Step2
V110
Seter miseq_spe.. v No data selected
V120
Use ct intermediate outputs @ [ Use reference disks @ [J Retry with more memory @ [ Ignore empty outputs @

vi21

vi3.0 «j

Hide optional inputs Download json | Drag or click to upload json | Clear inputs | SEARCH INPUTS
VY po3aini "Kpok 1" HatucHITH Ha Bunanatode MeHro " Select root entity type " i

BHOEPITh TAOJHINO JaHUX, 0 SKOT BU 3aBaHTAXWIN (KpOKU 4-5) tsv-daiin, 1mo
MICTUTh METaJlaH1 AJis UKy, SKUii MOTpiOHO iMmopTyBath 3 BaseSpace.

= Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > workflows >
= \ 0 WORKSPACES BaseSpace_Fetch_PHB
DASHBOARD DATA ANALYSES WORKFLOWS  JOB HISTORY

< Backtolist

® BaseSpace_Fetch_PHB

Source: health_bi ._Fetch_PHBV1.3.0

Synopsis:
No documentation provided

O Run workflow with inputs defined by file paths

©® Run workflow(s) with inputs defined by data table

Step 1 Step 2

Select root entity type: | quality_control M SIS LIS No data selected

Use call caching @ its @  [JUsereferencedisks @  [J Retry with more memory @ [0 Ignore empty outputs @
pni_training_sample_s

et

Hide optional inputs pnusa_lm_cj_certificat Download json | Drag or click to upload json | Clear inputs | SEARCH INPUTS

ion_set

Task name § able Type Attribute
quality_control v
basespace_fetch s5_token string [ workspace access_token ;l( )
quality.control_set 2
basespace_fetch | api_server String [ work rver 2y

VY pozaim "Kpok 2" HatucHiTh "Bubparu nani" (ckpiHmot Buie). Bu nmoTpanure
Ha eKpaH BUOOpY BUOIPKH.

BcranoBiTe mipanopiii HaBIpOTH 3pa3KiB, ki MOTpiOHO iMmopTyBaTH 3 BaseSpace,
i HatucHiTh "OK". Bu moBepHerecsk 10 BikHa "BaseSpace Fetch PHB".
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Select Data

® Choose specific quality_centrols to process
O Choose existing sets of quality_contrels

Select quality_controls to process % SETTINGS 5 rows selected = ADVANCEDSEARCH | Search

O~  qualitycontrolid L@F  assembly_fasta @F  basespace_collection_id @ basespace_fetch_analysis_date  (DF  basespace_fetch_versi

= TS e ascen van s s = - - -

(m] D7320-L-2B_USA_CDC_pel D7320-1-28,USA COG_pel contigsfasta ‘

NVLV_QA-157 NVLY-M05339-20230508

NYLV_ QA-158 NVLV-MO5339-20230508 ‘

NVLV_QA-159 NVLV-MO05339-20230508,

NVLV.QA-160 NVLV-M05339-20230508. ‘

NVLV.QA-161 NVLV-MO5339-20230508. u
m = :

v
1-540f84 [« [<] > ] [»] Iems per page: [100 ]

Selected quality_controls will be saved as a new quality_control_set named:

BaseSpace_Fetch_PHB_2024-02-13T17-17-55

CANCEL n

f.  3uimite npanopens 3 myHkTy "Use call catching".

No documentation provided
O Run workflow with inputs defined by file paths

® Run workflow(s) with inputs defined by data table

Step 1 Step2

Select data table: | quality_control ~ m 5 selected quality_controls will create a new quality_control_set named “BaseSpace_Fetch_PHB_2024-05-23T17-14-14")

[m] U<;aH caching @ [0 Delete hermedlate outputs @ [JUsereference disks @ [ Retry with more memory @ [ Ignore empty outputs @
SCRIPT oo INPUTS oo OUTPUTS oo

Hide optional inputs Download json | Drag or click

Task name 1 Variable Type Input value

g. HaBxmaani "Inputs" Bu3HauTe HacTymHi 3MiHHI B 1ot "ATpuOyT":
MHNPUMITKA: Konu su 3anosnioeme cmosnyux Ampubym, KiayanHs 6cepeouni
KAIMUHKU BIOKPUE CNAOHe MeHI0 ampubymis, Ki eu Modiceme suopamu, woo
VHUKHYMU NOMUJLOK.

i. access_token: "workspace.access_token".

il. api_server: "workspace.api_server".

iii. basespace collection_id: "this.basespace collection id".

iv. basespace sample name: "this.basespace sample name".

v. sample name: "this.dataslename_id", nanpuknan,
"this.quality control id".

vi. basespace sample id: "this.basespace sample id".
MHNPUMITKA: nompiono 3anosnioeamu auuie 8 mMomy URaOKy, aKujo
emicm nonig "Sample_Name" ma "Sample ID" siopizuaiomuvca y patini
SampleSheet yuxny abo eu imnopmyeme oani 3 yuxiny NextSeq.
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seapr .o meus .o oumurs e | canceL

Hide optional inputs Download json | Drag o click to upload json | Clear inputs

Task name | Variable Type Attribute

basespace_fetch access_token String | workspace access_token %‘ }
basespace_fetch api_server String I workspace api_server B
basespace_fetch basespace_collection_id String || this basespace.cotiection_ia 2
basespace._feteh basespace_sample_name string [ whis basespace sample_name e
basespace_fetch sample_name String | this quality.contral_id e
basespace_fetch basespoce_sample_id String | thisbasespace_sample_id }‘ 3
fetch_bs cpu Int | Optional %‘-‘1
fetch_bs disk_size Int | Optional {‘-.)

[ 2l

h. Ha Bkmanami "Outputs" HaTHCHITH "BukoprcToBYBaTH 32 3aMOBYYBaHHSAM'', TIOTIM
"30epertu”, a motim "3amycTuT aHamsz".
IPUMITKA: Knonka "36epeemu’” 8ioobpasicacmucs auuie 8 momy 6unaoxy,
AKWo napamempu (Kpim ioenmugixamopie 3paskis) 6yau 3MiHeHi 3 MOMeHmY
nonepeoHbo20 HaocuNanHs 3a80anus. Knonka "Buxonamu ananiz" cmae
nioceiuenolo niciis 30epelcenHts napamempis.

SCRIPT . INPUTS . ouTPUTS .

Output files will be saved to

[ Files / submission unique ID / basespace_fetch / workflow unique ID

References to outputs will be written to

B Tables / quality_control

Fillin the attributes below to add or update columns in your data table CANCEL m

Download json | Drag or click to upload json | Clear outputs | SEARCH OUTPUTS

Task name | Variable Type Attribute | Use defaults  <———
basespace_fetch basespace._fetch_analysis_date String [ this.basespace_fetch_analysis_date %‘( }
basespace_fetch basespace_fetch_version String [ this.basespace._fetch_version —‘;‘t }
basespace._fetch read1 File [ thisreadl %‘( )
basespace._fetch read2 File [ thisread2 e

1. Y crumBarouomy BikHi "IlinTBepaAuTH 3amycK" OMUIIITH BaIIy 3asBKY
(HEOOOB'sI3KOBO) 1 HATUCHITH "3amycTuTH".

Confirm launch
Output files will be saved as workspace datain:

us us-centrall (lowa) e

Running workflows will generate cloud charge&ﬂ
How much does my workflow cost?
Set up budget alert &

Describe your submission (optional):

MiSeg run M3235-23-042 from BaseSRacd

This will launch 20 analyses.

CANCEL LAUNCH

j. Binxpuerbcs Bknazaka "lcTopis poOiT", A€ cTaTyc MoJaHUX 3asBOK CIIOUATKy Ma€e
Ooytu "B uep3i".
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WORKSPACES

DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY

2 theiagen_pni/TheiaProk_PN|_Training_ETrees »

4 Job History * Submission 497ec4b7-28b0-47d6-9140-903cd92305¢ch

Workflow Statuses
@ submitted: 5

Workflow Cenfiguration
theiagen_pni/BaseSpace_Fetch_PHB

Data Entity
BaseSpace_Fetch_PHB_2024-02-13T17-17-55

Submitted by
eijatrees@theiagen.cloud
Feb 13,2024,12:25 PM

Submission ID
497ec4b7-28b0-47d6-9140-903cd82305¢ch []

Total Run Cost

Call Caching
Enabled

quality_control_set

Comment # Delete Intermediate Qutputs Use Reference Disks

Retry with More Memory
NVLV MiSEqQ Basespace run. Sample_na..  Disabled Disabled

Disabled

WORKFLOWS  INPUTS  OUTBUTS

Search workflows l Completion status ~ Dewnload Tsv

Data Entity | Last Changed Status fun Cost Messages | Workflow ID
NVLV_QA-157 (quality_control) Feb 13,2024, 12:25 PM @ Queued N/A

NVLV_QA-158 (quality_control} Feb 13,2024, 12:25 PM (D Queued N/A

NVLV_QA-158 (quality_control) Feb 13,2024, 12:25 PM (D Queued N/A

NVLV_QA-160 [quality_control} Feb 13,2024, 1225 BM (© Queued N/A

NVIV OA16] (guality control) Eeb 13,2026, 1225 DM (1) Queued D/

k. TIlicns 3aBepriiueHHst poboTu Oyae nokasaHo craryc "Yemimuo" abo "Bukonano".
Ha Bxmanmi "lani" Bu mo6auute imena ¢aiiniB FASTQ y croBmumkax “Readl” ta

“Read2”, a Takox iHpopMallito y croBmunkax "basespace fetch analysis date" i
"basespace fetch version".

DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY

€ 3ob History > Submission 497ec4b7-28b0-47d6-9140-903¢d92305ch

Workflow Statuses
W Succeeded: 5

Workflow Configuration
theiagen_pni/BaseSpace_Fetch_PHB

Submitted by Total Run Cost
eijatrees@theiagen.cloud N/A
Feb 13,2024, 12:25 PM

Data Entity

BaseSpace_Fetch_PHB_2024-02-13T17-17-55
quality_control_set

Submission ID Call Caching
497ec4b7-28b0-47d6-9140-903¢d92305¢ch [ Enabled

Comment # Delete Intermediate Outputs Use Reference Disks

Retry with More Memory
NVLV MiSEq Basespace run, Sample_na..  Disabled Disabled

Disabled
WoRKFLOWS  INPUTS  QUTRUTS

ey

Data Entity | Last Changed Status Run Cost Messages | Workflow ID Links

NVLV_QA157 (quality_control Feb13,2024,1230PM | o Succesded | N/ 6154609d-c6dc-4d1d-a1c8-5286671303., [ | I

NVLV_QA-158 (quality_control) Feb 13,2024, 1229 PM o/ Succeeded N/A d3535af4-758a-490d-9be9-16696457f800 [ =

NVLV_QA-159 (quality_control) Feb 13,2024, 1229 PM «/ Succeeded N/A

1e13512-5182-4978-9f77-Occba6e59472 [

NVLV_QA-160 (quality._control) Feb 13,2024, 12229 PM

o Succeeded | N/A 1561f71f-6ada-455¢-8820-86f054b4094 [

NVLV_QA-161 (quality_control)

® ® & ® B
[NV AR VA ]

Feb13,2024,1229PM | o Succesded | N 3beOrace-a2e3-4302-a153-01187acse007 [ | I
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WORKSPACES

Data
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
o v 55O | Y SV = sovamcemsgann | o B
8 analysis_pt24 (30) O O~  qualitycentrolid 127 esample.name @ read1 @ reaaz @
- S — e o rmegs o e ey 4
& analysis.pt24.set (3) O
o DE480-LRMaupdate 13235-23-042 DS480-LPMAupdate R1 fasiq.0z DS480-DMsuRdate R2.fs1G.0Z
B orange_miseqs.. (200 @ |
Il o D7320L-14_USA_CDC_pel D7320-L1AM3235-21-007 512 L00)_R1 001 fask. | D7320-L-1AM3235-21.007 512 1001
B orange_miseq_sp.. (1) @ |
o D7320-L-1B_USA_CDC_pcl D7320..18:M3235.21.007 513 1001 B1 001fast. | D7320-L18.M3235.21.007 513 1001
B pni_training sa.. [12) ©
| o D7320-L-2A_USA_CDC_pel D7320-L-2A-M3235-21-007 514 LOOL R1 Q0lfast. | D7320-L-2AM323521-007 514 LOOL
|
B pnitraining_sam... (1
" o wo | o D7320-L-2B_USA_CDC_pel 7 M. 21-007 23 fast.. -1 -268-M 5 7. .
nusa_lm_cj_cer... (96)
B prusaimcicer. (56 © ! [u} NVLV.QA-157 NVLY_QA157_R1fastaaz NVLY_OA1S7_ B2 fastaaz
|
B pruseim_cer. 29 @l NVLV.QA 158 MLV QA 158 R1fasiggz NVLY QA 158 02 fastqgz
B quality_control (54) O I o NVLY.QA-159 MVLY OA-159 Rlfastagz NVLY QA-159 R2.fastq.gz
B qualiycontol.. 120 @ || NVLV.QA160 NVIV_0A160 R1fastqaz NVLY_ Q160 R2 fasta.gz
REFERENCE DATA v o NVLV.QA-161 NVLV_ QA-161 Rlfastagz NVLY 0A-161 P2 fasta.oz |
No references have been -
edeied 1-s4or56 [« < | [ [>][» | temsperpage: 100 v]
gy

£ woRKsPACES

Workspaces » theiagen_pni/TheiaProk_PNI Training ETrees »
Data

DASHBOARD DATA ANALYSES WORKFLOWS 0B HISTORY
B oming_pev1- 1251 G /IO X OPTNWTH. [ DXRORT M STTTINGS | 0 rawsselected ATNANCED SEARCH
anaiysis_pt_24 (30 | D= qualitysentroLi asespace._ fotch_analysis._date sespace_fetch_version sespace_sample_nama o}
B analysi o} [m] i trol_id b _foteh_analysis_dat bas fatch. ba: U O
analysic_pt_24_cet (3} @ |
‘ O | ossoinmips 20200130 Tora Utitins 1 4 osta02T523002
B orange_miseq_s.. (20) &
F o D7320L-14_USA_COC_pel 1
B orange miseq sp. (1) © |
o ©7320-1-1BUSA_COC_pel !
o T
28 54 CDC_pe [
B primaining.sem- (1) © o D7320-L-28_USA_CDC_pel
~ 196) @
® prusamcicer-. (96) © ] NVLV_QA-157 2024-02-15 PHBV130 QA-157 1
- . o
B prusaim.deer (29 & O NVLY_OA-158 2024-02-13 PHE¥130 Qr188
B quallty cantrol (54 @ I S| NVLY QA 153 2024-02-13 PHE V130 Qa159
B quality control . 112) | o NVLV_QA 160 20240215 PHE V130 Q@a180 i
REFERENCEDATA v | [ MVLV_OA-161 20240213 PHE V130 Q161
5 B .
M refarances have been
Seidiect 1-seorse [« |« | [l [> [» | remsperpsas [100 ]




MIJKHAPOJ/THA CTAHJAPTHA ONEPAIIMHA ITPOIEJYPA PULSENET JIJISI AHAJI3Y JAHUX
KOPOTKOI'O 3YUUTYBAHHA WGS ILLUMINA 3 BUKOPUCTAHHSAM IVIAT®OPMH TERRA.BI

Jok. No. PNIDO01

| Bep. No. 01 Jata Ha0yTTsl YMHHOCTI: Cropinka 46 3 67

Jdoaarox PNIDO01-2: 3apanTa:xxennsi nanux 3 NCBI SRA

1. Iligroryire (aiin meTagaHux tsv:

a.

b.

2. Ha Bkn

BBenitTh Ha3By TabmuIli JaHUX (HOBOI a00 icHYI04O0i) B KOMipKy Al mix "entity:"
ta "id".

BeeniTh inenTudikaropu 3pas3KiB y CTOBMYHMK A Tak, sIK BH X04eTe, 1100 BOHU
3'gBuiIMCs B TaOIuIll qaHux Terra.

sra_accession: BBeliTb HOMEpH AocTymy A0 SRA 11 mociigoBHOCTEH, Ki
MOTPiOHO 3aBaHTAXUTH 3 SRA.

AutoSave B Qv 3 manual_uplead_metadata ~

File Home Insert Pagelayout Formulas Data Review View

ﬁj &4 oot Calibri - A A

= EE 2
Paste [ cory ~ A =1=1=1=
“ QFurmalPainter BRRU L &~ - =E=EE|=
Clipboard ] Font 5] A
=X Jilx v &
\
A A \ B | ¢ | b E
1 _|entity:analysis_pt_24_id sra_accession
2 |PNUSAS072225 SRR8878889
3_ PNUSAS070021 SRR8786860
4 |PNUSASQ70585 SRR8756231
5_ PNUSAS177018 SRR12885281
6 |PNUSAS176867 SRR12884674
7_ PNUSAS188944 SRR13438657
8 |2020K-1237 SRR13132213
9_ PNUSAS188279 SRR13387034
10 [2020K-0301 SRR12712421
11 |
10

d. 306epexits daiin y ¢popmari tsv: Bubepits "36epertu sk i "Teker (3
po3aineHHsM Ta0ysmiero) (*.txt)". IlepexonaiiTecs, 1mo iM's Bammoro dairy
3aKiHUy€eThCs Ha ".tsv'".

ammi "Jlani" HatucHITh "IMnopTryBatu gaHi" 1 BUOEpITH "3aBaHTaXUTH tsV'" y

BUIIAJal0OY0OMY MCHIO.

E . WORKSPACES vl:\;nantmapaces » theiagen_pni/TheiaProk_PNI_Training_ETrees »

DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY

[ © IMPORT DATA J ) # EDIT X OPENWITH.. [+ EXPORT &) SETTINGS 0 rows selected = ADVANCED SEARCH | searcn |
rtced Ty O~  analysis.. 1@ ®F read1 @3 read2 @ sraaceession
©Open data uploader

[m] SPRBE43861 SRRB643861_1 fastq.qz SRRB643861_2 fastq.qz SPRBE43861

Add reference data

2300109 (2) @

B CDC_ATCC_Sequences (42) 6]

B CDC_ATCC_Sequences.set (22) o

llumina_PE_v1-0-0 (25) @

B analysis_pt_24 (1) ® I

B orange_miseq_specimen (20) 0]

orange_miseq_specimen_set (1) 0]

3. V¥V comBarouomy BikHi "IMnopt ganux tabmuni" Ha Bkiaaui "IMnopt daiinis" KiIanHITh
rmocepenuHi, moo BuOpaTu dami tsv.
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Import Table Data

Choose the data import option below. Click here for more info on the
table.

Data will be saved in Terra-managed location: us us-centrall (lowa)

FILE IMPORT TEXT IMPORT

Select the JSY file containing your data:

e

%Click to select@

Selected File: None

TSV file templates
& Download sample_template.tsv

[ Terra Support: Importing Data - Using a Template

CANCEL

4. Tlepenaite 1o Micts, ne 306epiracThes (aii MeTagaHuX tsv, BAOEPITh HOTO 1 HATUCHITH

"Bigkpuru".

[ Cren

«— v 4 1 « backup > Terra > PT2024 > Analysis PT ~ 0

Organize ~ New folder

-
" Name

# Quick access

Search Analysis PT

=

Status

X
»
o @

Date mo

= Desop | &) manual_upload_metadata_sr_240206

(©]

2/6/2024

¥ Downloads

{5 OneDrive - CDC

1. FS10002635 (R)

# NCEZID_DPWED_EDLB_PulseNet_Data

I assemblies

=] Pictures

1 2023-2024-AMD-RS-Plasmid-and-virulence-proje
1 spades-2023-10-19

I skesa-2023-10-30

L o20m i

L T N L A

@ Proof Central - Land.. B Google Tra

. Click here for more info on the

location: us us-centrall (lowa)

File name: | manual_upload_metadata_sir_240206

~| [AnFites

o

&5 Download sample_templatetsy

& Terra Support: Importing Data - Using a Template

CANCEL

5. Y crumBarouomy BikHi "IMnopryBatu naHi 3 Tabnuii" 3'IBUTHCS MOMEPEHKEHHS TIPO TE,
110 Y BIAMOBIAHINM TaOIHIIl JaHUX B)KE ICHYIOTH JIaHi (SKIO IMIOPT BUKOHYETHCS B
ICHYI0UY TaOJUITIO TAaHWX ), 1 3aBaHTAXXEHHS HOBUX JaHUX JI0 HET MOYKE MTPU3BECTH J10
nepe3anucy icHyrounx aanux. HarucHits "Iloyatu immopt".
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Import Table Data

table.

FILE IMPORT TEXT IMPORT

Choose the data import option below. Click here for more info on the

Data will be saved in Terra-managed location: us us-centrall (lowa)

Select the TSV file containing your data:

Clear

| Drag or Click to select a tsv file

Selected File: manual_upload_metadata_srr_240206.tsv

A D3ta with the type ‘analysis.pt_24 already exists in this workspace.
Uploading more data for the same type may overwrite some entries.

TSV file templates
& Download sample_template.tsv

[ Terra Support: Importing Data - Using a Template

{

Upload selected data

CANCEL START IMPORT JOB

—

6. Ilicns 3aBepieHHS IMIOPTY BU T0OAYNTE HOBI 3aIKMCH, CTBOPEH] B TAOIHIN JaHUX TSI

MOCTIIOBHOCTEH, siKi OyayTh 3aBanTaxeHi 3 NCBI, pazom 3 ixHiMu HoMepamu

npuenHanHsa 10 SRA.

= @ workspaces

Workspaces > theiagen_pni/TheiaProk_PNITraining ETrees >

Data
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
=T
[ © IMPORT DATA ] # EDIT XX OPENWITH.. [ EXPORT ¥ SETTINGS | 0 rows selected = ADVANCED SEARCH Q
TABLES R O~  analysis.. 1OF OF read1 @F read2 sra_accession ®
[m} 2020K-0901 SRR12712421
Search all tables n
[m} 2020K-1237 SRR13132213
B 2300109 (2) ®
[m} PNUSAS0700... SRR8786860
CDC_ATCC_Sequences (42) 0]
[m} PNUSAS0705... SRR8756231
CDC_ATCC_Sequences_set (22) ® o NUSASO722 s nRe878580
B lllumina_PE_v1-0-0 (25 (0]
@) H p PNUSAS1768... SRR12884674
8 anaiysis.pt24 (10) o I =] PNUSAS1770.. SRR12885281
B orange_miseq_specimen (20) 6] o PNUSAS1882.. SRR13387034
orange_miseq_specimen_set (1) ® o PNUSAS1889... SRR13438657

Biakpuetncs BikHo "SRA Fetch PHB".

Workspaces > theiagen_pni/TheiaProk_PNLTraining_ETrees >
= @ WORKSPACES  Workfiows

DASHBOARD DATA ANALYSES WORKFLOWS

JOB HISTORY

7. Ha Brmaai "Po6oui mporiecu" HaTUCHITH Ha poOounii mporec "SRA Fetch PHB".

'WORKFLOWS

[ SEARCH WORKFLOWS

] Sort By: l Alphabetical

NS

Find a Workflow BaseSpace_Fetch BaseSpace_Fetch_PHB KSNP3

o S bockstore ® oo bockstore ® Lo bockstore ®
Lyve_SET Lyve_SET_PHB MashTree_FASTA SRA_Fetch

ot Dodatare ® SotrieDockstore ® Solree Dockstore ® ol Dockstore ®

TheiaProk_lllumina_PE

V.v13.0
Source: Dockstore

8. 'V Bumagarouomy MeHio "Bepcis" BubepiTs octanHio Bepcito SRA Fetch PHB.
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9.

10.

11.

Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees > workflows >

SRA_Fetch_PHB

) WorksPACES

DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY

Cropinka 49 3 67

€ Back to list

® SRA_Fetch_PHB

Version:

Sourceig™ " health_bioinformatics/SRA_Fetch_PHB:v1.3.0
Synopsis v0.2.0
No docul
O Runw V10O by file paths.
® Runw :d by data table
101
Step Step2
V110
Sele Lpt_24 v SNl N 7 No data selected
v120
Usect 151 intermediate outputs @ [J Use reference disks @ [ Retry with more memory @ [ Ignore empty outputs @
v13.0 v E

Hide optional inputs

Download json | Drag or click to upload json | Clear inputs | SEARCH INPUTS

VY posaini "Kpok 1" HatucHITH Ha Bunagatoue MeHio "Select root entity type" i Bubepithb

TaOIHUITIO TAaHUX, JI0 K01 BU IMITOPTYBaIH (KpOKH 1-6) tsv-(aiin, 1o MiCTUTh HOMEpH
npueaHanHs 10 SRA s 3paskiB, siki oTpiOHO 3aBaHTaXXUTH 3 SRA.

Workspaces > theiagen_pni/TheiaProk_PNLTraining_ETrees > workflows >

SRA_Fetch_PHB

@8 worksPACES

DASHBOARD DATA ANALYSES 'WORKFLOWS JOB HISTORY

€ Backtolist

[® SRA_Fetch_PHB

Version:

Source: github.com blic_health_biois

_Fetch_PHB:v1.3.0
Synopsis:

No documentation provided

O Run workflow with inputs defined by file paths

@ Run workflow(s) with inputs defined by data table

Step 1 Step2
Use call caching @ [ TABLES Tts @  [JUsereferencedisks @ [ Retry with more memory @ [0 Ignore empty outputs @
2300109
SCRIPT WUTPUTS . [:]
2300109_set -
e m
analysis_pt 24 v
analysis_pt_24_set
Task name } able Type Attribute
CDC_ATCC_Sequence
fetch_sra_to_fastq s sccession string [ this.sra_accession ]( )
| cDC_ATCC_Sequence ™
fetch_sra_to_fastg cpus Int [ Optional 1( 1

VY pozaim "Kpoxk 2" HatucHiTh "Bubparu nani" (ckpiHmor Buiie). Bu notpanure Ha
eKpaH BUOOpPY BHOIpPKH.

BcTanoBiTe mipanopili HaBIpOTH 3pa3KiB, ki MoTpiOHO 3aBaHTaXkUTH 3 NCBI, 1 HaTHCHIT

"OK". Bu noBepnerecs Ha ekpan "SRA_Fetch PHB".
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@ Choose specific analysis_pt_24s to process

Select analysis_pt_24s to process £ SETTINGS 9 rows selected = ADVANCED SEARCH Search I:l

O~ analysis_... $ O ata @F fastq_dl_version ®F | read1 @ read2 @F | sra_accession ®
PNUSAS0700. SRR8786860 ©
PNUSASO705. SRR8756231

PNUSAS0722. SRR8878889

PNUSAS1768. SRR12884674

PNUSAS1770. SRR12885281

PNUSAS1882 SRR13387034

PNUSAS1889. . sooizazaasy T

3

1-100t10 [« (<] @ [>][»] ntemsperpage: 100 ]

Selected analysis_pt_24s will be saved as a new analysis_pt_24_set named:

SRA_Fetch_PHB_2024-02-06T17-51-13

CANCEL m

12. 3uimits mpamnopens 3 myHKTY " Use call catching ".
[ O Runworkilow with inpuis detined Dy T11e patns
® Run workflow(s) with Tnpucs deflnedyby dZLa table

Step 1 Step 2

Select data table: | analysis_pt_24 v Salect Data 9 selected analysis_pt_24s (will create a new analysis_pt_24_set named "SRA_Fetch_PHB_2024-05-2
[ Use call caching @ ] Delete intermediate outputs @ [ Use reference disks @ [ Retry with more memory @ [ 1gnare empty outputs @

SCRIPT .o INPUTS .. OUTPUTS .o :]

13. Ha Bmanmi "Inputs" y moni "Attribute" Bu3Haute 3MiHHY "sra_accession':
"this.sra_accession".

Stepl

Select root entity type: | analysis_pt 24 v

Use call caching 0 [ Delete intermediate outputs 0 [ Use reference disks 0 [ Retry with more memory 0 [ ignore empty outputs 0

SCRIPT v INPUTS " OUTPUTS . RUN ANALYSIS
Hidz optional inputs Download json | Drag or click to upload jsen | Clearinputs  SEARCH IN2UTS

Step2

RSO VAP 9 selected analys's_ot_24s will create a new analysis_pt_24_set named "SRA_Fetch_PHB_2024-02-06T17-51-13")

Taskname | Variable Type Attribute
‘ fetch_srz_to_fastq sra_accessicn String l thissra_accession ](...) ‘
fetch srz_to_fastq cpus Int i Opticnal ](...) ‘
‘ feteh_sre_to_fastq disk_size Int l Opticnal ]{...} ‘

14. Ha Brmanmi "Pesynbratu" HaTUCHITH "BUKOpHUCTOBYBAaTH 3HAUYEHHS 3a 3aMOBUYYBaHHSM'",
noTiM HaTtucHITh "36epertu", a motim "3anyctutu ananiz". IPUMITKA: Knonka
"36epeemu" 8i0oOpadcacmucs tuwe 8 momy 8unaoky, AKWo napamempu (Kpim
i0enmupixamopia 3pasKie) IMIHUNUCS 3 MOMEHM) NONepeOHb020 NOOAHHS 3A680AHHS.
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Step 1 ‘ Step2

Select root entity type: | analysis_pt_24 v

Use call caching @ [ Delete puts @ Ouse

SCRIPT . INPUTS . OUTPUTS

——
Output files will be saved to

[ Files / submission unique ID / fetch_sra_to_fastq / workflow unique ID

O  [Oretrywith morememory @ [lignore empty outputs @

. RUN ANALYSIS'

SN lo NI 9 selected analysis_pt_24s (will create a new analysis_pt_24_set named "SRA_Fetch_PHB_2024-02-06T17-51-13")

References to outputs will be written to
Tables / analysis_pt_24

Fill in the attributes below to add or update columns in your data table

Task name 1 Varlable

fetch_sra_to_fastq fastq_dl_date
fetch_sra_to_fastq fastq_dl_docker

fetch_sra_to_fastq fastq_dl_fastq_metadata

Download json | Drag or click to upload json | Clear outputs | SEARCH OUTPUTS

Type

String | this fastq_dl_date

String | this fastq_dl_docker

File | this fastq_dl_fastq_metadata

15. Y cnmuBatouomy BikHi "[linTBepauTy 3amyck" OMUIIITE Bally 3asBKYy (HEOOOB'SI3KOBO) 1

HATHCHITH "3amycTutu’.

Confirm launch
Output files will be saved as workspace data in:

us us-centrall (lowa) G

Running workflows will generate cloud charges. ﬁ
How much does my workflow cost? =
Set up budget alert &

Describe your submission (optional):

Analysis PT candidate set 1 (Newport)l

This will launch 9 analyses.

16. Binkpuerbes Bkiazaka "lctopis poOiT", 1€ cTaTyc moJaHuX 3asBOK criouaTKy Mae 0ytu "B

yep3i".

Workspaces > th

WORKSPACES

@ submittea: o thelagen_pni/SRA_Fetch_PHB

Data Entity
SRA_Fetch_PHB_2024-02-06T17-51-13
analysis_pt_24_set

Comment #*
Analysis PT candidate set 1 (Newport)

Delete Intermediate Outputs
Disabled

WORKFLOWS  INPUTS ~ OUTPUTS

Job Histol
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
€ Job History » 86b637b7-edfb-4fbe-8b! 237733fadc
Workflow Statuses ‘Workflow Configuration Submitted by

cijatrees@theiagen cloud
Feb 6,2024,12:56 PM

Submission ID
86b637b7-edfb-4fbe-8b9e-d5237733fadc [

Use Reference Disks
Disabled

Total Run Cost
N/A

call Caching
Enabled

Retry with More Memory
Disabled

Search workflows ] Completion status

v ] Download TSV

Data Entity § Last Changed

Status

Run Cost Messages | Workflow ID Links
2020K-0901 (analysis_pt_24) Feb 6,2024,12:56 PM @© Queued N/A
2020K-1237 (analysis_pt_24) Feb 6,2024,12:56 PM @ Queved N/A
PNUSAS070021 (analysis_pt_24) Feb 6,2024,12:56 PM © Queued N/A
D Queled

17. Iicns 3aBepmieHHs pobotu cratyc Oyzae "Bukonano". Ha Bxmanmi "lani" Bu moGaunte

imena ¢aitniB FASTQ y croBnunkax “Readl” i “Read2”.
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Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees >

@ WORKsPACES Job History

DASHBOARD DATA ANALYSES WORKFLOWS  JOB HISTORY
Search ]
No. of Submission
Submission (click for details) Data entity o, of . Status Ssupmitted 1 Y Comment Actions
SRA_Fetch_PHB D 86b637b7-¢db- ) 2
et bl o — SRA_Fetch_PHB 2024-0.. | 9 +/ Done Febo, 20z sedhoe Analysis PT candidate set .. ® r}
d7a05e8e-100b-
BaseSpace_Fetch_PHB SRA_Fetch_PHB_2024-02-06T17-51-13  Done Feb2,2026 49772665 test on OC miseq run whe.. ®
by curtl 315PM 4desBafaasaa
(analysis_pt_24_set)
— Workspaces > theiagen_pni/TheiaProk_PNI_Training_ETrees >
= @ workspACES o,
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
[ © IMPORT DATA ] [ » EDT %2 OPENWITH. [+ EXPORT & SETTINGS | O rows selected = ADVANCED SEARCH Q
TABLES - Ov  analysispt24.. 1Q5  OF readl ®F read2 ®%  sra_accession
| o 2020K-0901 SRR12712421 1/fastqqz SRRI12712421 2fastqz SRR12712421 4
Search all tables n M
o 2020k-1237 SRR13132213 1/fastqoz SRR13132213 2fastqz SRR13132213
& 2300109 (2) ® ‘ o PNUSAS068804 SRRB643861_1.fastq,0z SRRB643861 2.fastq,gz SRRE643861
CDC_ATCC_Sequences (42) ® O PNUSAS070021 SRRB786860_1.fastq,0z SRRB786860_2.fastq,gz SRRE786860
CDC_ATCC_Sequences_set (22) ® O PNUSAS070585 SRR8756231 Lfasta.gz SRRB756231 2 fasta gz SRRE756231
llumina_PE_v1-0-0 (25) o U o PNUSAS072225 SRRE878889_1.fastq,0z SRRE878889_2.fastq,gz SRRE878889
analysis_pt_24 (10) ® I o PNUSAS176867 SRR12884674_1.fastq0z SRR12884674 2.fastq.0z SRR12884674
’ fastaoz 2fastagz
analysis_pt_24_set (1) ® =} PNUSAS177018 SRR128852681 1.fastqoz SRR12885281 2.fastq.az SRR12885281
orange_miseq_specimen (20) ® =} PNUSAS188279 a0z 38 az SRR13387034
" PNUSAS188944 SRR13438657 1.fastqs SRR13438657 2.fastqs SRR13438657 L
orange_miseq_specimen_set (1) ® o oz oz |
< [ 1
S oni traini A
B pni_training_sample (11) © ¥ 00T 10 [5][»] temsper page:
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HMonatox PNID01-3: HajamTyBaHHS MoAaHHS TA0UIi AaHUX /15 MOKA3ZHUKIB KOHTPOIIO
sikocTi PulseNet

MNPUMITKA: /Jane nanawmyeanus MOI’CHA BUKOHAMU JuLie NIC MO20, K 8U 0OUH PA3

s3anycmuau pooouuti npoyec TheiaProk.

1. Ha Bxmamui "Jlaui" BuOepiTh TAONHIIO TaHUX, KA BAaC [[IKABUTH, HAIIPUKJIA],
"CDC_ATCC Sequences", a motim BuOepiTh "HamamryBanus".

2. Y poszaini "Bubpartu croBmimi" ciiff MO3HAYUTH HACTYIHI METPUKH KOHTPOJIIO SIKOCTI:

TOBEBTATIIER MO A0 O

Ani_highest percent
Ani_top_species_match

Assembly length

Combined mean_q clean
Combined mean q raw
Combined mean_readlength clean
Combined mean readlength raw
Est coverage clean

Est coverage raw
Gambit_predicted taxon
Midas_secondary genus
Midas_secondary genus abundance

. N50 value

Number contigs
Raw read screen
Seqsero2 predicted contamination

Select columns
Show: all | none Sort: alphabetical

wi [] agrvate_summary

# ] agrvate_version
i [ combined_mean_g_clean
wo [ combined_mean_g_raw
s [ combined_mean_readlength_clean
i combined_mean_readlength_raw
mii [C] meningotype_BAST

w1 ] meningotype_FetA

wi [] meningotype_NHBA

min ] meningotype_NadA

=[] meningotype_PorA

—

SAVE THIS COLUMN SELECTION

Your saved column selections:

pulsenet_genotyping ()
qc_metrics ()

o [

Cropinka 53 3 67
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3. Haruchite "36epertu meit BuOip croBmis', Ha3BiTH BUOIp cToBMIA "qc _metrics' i
HaTHCHITH "30epertu”, a motim HaTUCHITH "['0TOBO".
IPUMITKA: ko 6u 0ooaeme abo sudanseme cmosnyi 3 iCHyIO4020 8UOLIEHHS
cmoenyie, HamucHims "36epecmu ye udinenns cmoenyig”, aubepimov HA38Y 31 CNAOHO20
mento i HamucHims "Onoeumu”.
Cmeopennsa H06020 6UOINIEHHA CIMOBNYIE

Select columns

Show: all | none Sort: alphabetical

~ Save this column selection

= ] amrfinderplus_amr_genes

«u [J amnrfinderplus_amr_report Column selection name

« J amrfinderplus_db_version [ gc_metrics

« [ amrfinderplus_stress_genes This column selection will be shared

. with all users of this workspace.
« J arnrfinderplus_stress_report

SAVE

s

« J amrfinderplus_version

« [ amirfinderplus_virulence_genes

= [ arnrfinderplus_virulence_report Save this column selection

e ani_highest_percent
« [ ani_highest_percent_bases_aligned
« [ ani_mummer_version
« [ ani_output_tsv

« [ ani_top_species_match

3mina icuyruozo 6i0doopy cmoenuyis

Select columns

Select columns

Show: all | none Sort: alphabetical Show: all | none Sort: alphabetical

- Savethis column selection e <
[ agrvate_docker

Save this column selection
[ agrvate_docker
Column selection name

Enter a name for selection

pulsenet_genotyping

Column selection name
gc._metricy x

This column selection will be shared
with all users of this workspace.

[ agrvate_results [ agrvate_results

[ agrvate_summary [ agrvate_summary

[ agrvate_version [ agrvate_version

+ @ combined_mean_q_clean combined_mean_q_clean

qe_metrics

combined_mean_q_raw
combined_mean_readlength_clean
combined_mean_readlength_raw
[ meningotype_BAST

ws [J meningotype_FetA

wu ] meningotype_NHBA
O meningotype_NadA

O meningotype_PorA

—

YYour saved column selections:

pulsenet_genotyping ©

qc_metrics

-

i [ combined_mean_g_raw
i [@ combined_mean_readlength_clean
i [ combined_mean_readlength_raw
« [ meningotype_BAST
[0 meningotype_FetA
[0 meningotype_NHBA
[0 meningotype_NadA

[ meningotype_PorA

UPDATE

YYour saved column selections:

pulsenet_genotyping
ac_metrics ©

- |
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Honaroxk PNID01-4a. Kputnuni nokasuuku sikocti PulseNet
(MpoXo:KeHHsI/HeNPOXO/zKeHHs1) VI M0Ja4i PyTHHHMX NOCTi0BHOCTE

Opranizm Cepenne Cepenns JoB:xnHa YucenabHicTh
OXOILICHHSI | AIKICTh 30ipkn BTOPHMHHHX
denovo! (Q score)? (MB) BHJIB

Listeria monocytogenes > 20x >30 2.8-3.2 <0.01

E. coli (most serotypes) > 40x >30 4.9-6.0 <0.01

Shigella spp./Rare E. coli > 40x >30 4.2-4.9 <0.01

Salmonella spp. >30x >30 4.4-5.7 <0.01

Campylobacter spp. > 20x >30 1.4-2.2 <0.01

Vibrio cholerae > 40x >30 3.8-43 <0.01

Vibrio parahaemolyticus > 40x >30 4.9-5.5 <0.01

Vibrio vulnificus > 40x >30 4.7-5.3 <0.01

Tlicns o6pizanns Ha ocHOBI sAKOCTi (est_coverage clean)
Mlepen o6pizannsam (combined mean_q_raw)

Hoxatoxk PNID01-4b. ETan nonepeanboro ckpuHinry 3uutyBanas TheiaProk nus
BUKJIIOUYEHHS HEAKICHUX MOCJIOBHOCTEH 3 METOI0 EKOHOMIl 00YHCIIOBAJILHUX

pecypciB

CKpuHIHTOBE 3aBJIaHHS TAPAHTYE, [0 KUIBKICTh TaHUX MPO MOCIiJOBHOCTI JOCTATHS JJIs
MPOBEACHHS TCHOMHOT0 aHasi3y. BoHo BukopucToBye komanau bash st KiibKicHOTO
HiApaxyHKy 3YUTYBaHb 1 0a30BHX Map, a TAKOXK mash-cXxeMyBaHHs JJIs OLIHKU pO3MIipy
T€HOMY Ta HOTO MOKPUTT. Ha KO)KHOMY KpOIll pe3yJIbTaTH OIIHIOIOTHCS BIAMOBIIHO 710
KpUTEpiiB "MPOHIIOB/HE MPOHIIOB" 1 TOPOrOBUX 3HAYEHb, SIKI MOXKYTh OyTH BU3HAUEH1
JIOJaTKOBUMH JTaHUMH KOPUCTYBaya.

3pa3ku, K1 HE BIMOBIIAIOTH [IUM KPUTEPIsiM, HE OyAYTh J1ajai oOpoOasTHC POOOIrM
MIPOIIECOM:

1. 3aranbHa KiJIBKICTh 3UMTYBaHb: 3pa30K HE MPOMJe MepeBipKy HA YNTAHHS, SKIIO HOTro
3arajbHa KUIBKICTh MTPOYNTAaHb MEHINIA a00 TOpiBHIOE min_reads.

2. Tlpomopis 6a30BUX Nap, MPOYUTAHUX Y (paiiaax mpsSMOro i 3BOPOTHOTO 3UUTYBAHHS:
3pa3ok HEe MPOoi/Ie IePEeBIPKY Ha 3UNTYBaHHS, SAKIIO y (aitnax readsl abo read2 Oyne
MEHIIIe, HDXX min_proportion 6a30BUX map.

3. KinbpkicTe 6a30BuUX map: 3pa3ok HE MPOiiIe MepEeBIpKY HAa YUTAHHS, SKIIO KIJTBKICTh
6a30BUX Map MEHINA 3a min_basepairs

4. PospaxyHKOBUI po3Mip TeHOMY: 3pa30K HE MPOWJIE CKPUHIHT 3YNTYBaHHS, SKIIO
nepeadavyBaHUi po3Mip FreHOMY MEHINUH 3a min_genome_size abo O1IbIIMIA 32
max_genome size.

5. Po3paxyHKOBe MOKPHUTTS TEHOMY: 3pa30K HE NMPONEe CKPHUHIHT 3UUTYBaHHS, SKIIO
OIlIHEHE TTOKPHUTTS TEHOMY MEHIIIE, HK min_coverage.

3HaueHHd 3a 3aMOBYYBAaHHAM:
Int min_reads = 7472
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Int min_basepairs = 2241820

Int min_genome_length = 100000

Int max_genome length = 18040666

Int min_coverage = 10

Int min_proportion = 40
VY komnonui "raw_read screen" y posnini "QC _metrics" Oyae nokazaHo, SKIIO 3pa30K He
MIPOMIIIOB MTONIEPETHIN €KpaH 3YNTYBaHHS:

Workspaces » theiagen_pni/TheiaProk_PNLTraining_ETrees »

| WORKSPACES Data
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
730009 72} v

B coc_aTcc Seq... (42) @
B CDC_ATCC_Seq... (22) @
B llumina_PE_v1.. (25) @

B analysis_pt_24 45) O I

& analysis_pt_24.. (12) O
[ orange_miseq_.. (20)
[E orange_miseq s.. (1) @

a. (11) ©
& pni_training_sa.. (1) O
& pnusa_lm_cj_ce.. (99) O
& pnusa_lm_cj_ce.. (30) O

/ EDIT XX OPENWITH.. [ EXPORT g} SETTINGS

Ov analysis_pt_24_id 10
O 2011V-1043_FLEX_300_Vibrio

O 2012V-1116_FLEX_300_Vibrio

O 2013L-5361_FLEX_300_LM

O 2013L-5410_FLEX_300_LM

O 2013L-5547_FLEX_300_LM

O 2013L-5615TK_NextSeq_400MB

O 2015AM-1304

O 2015AM-1305

O 2015C-3794_FLEX_300_Shigella

n50_value

124949

458045

526928

526025

435363

443204

728098

25104

0 rows selected

o

number_contigs

©

seqgsero2_predicted_contamina... (O
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Honarox PNIDO01-5. HanamryBaHHsS NOXAHHS TAa0JMILi JAHUX ISl AHAJI3IB
resorunysanns PulseNet

MNPUMITKA: ye narawmysanHs MONCHA BUKOHAMU JiUULe NICTISL MO20, SIK U OOUH pa3

s3anycmuau pooouuti npoyec TheiaProk.

1. Ha Bxmanui "/laui" BuOepiTh TAONHIIO TaHUX, KA BAC [[IKABUTH, HAIIPUKJIA],

"CDC_ATCC Sequences", a motim BuOepiTh "HamamryBanus".

2. Y posznaini "Bubpatu cToBIUMKU" €11/l TO3HAYUTH HACTYIHI TeHOTUITYBaJIbHI aHAMI3U:
Amrfinderplus_amr classes
Amrfinderplus_amr core genes
Amrfinderplus_amr subclasses
Amrfinderplus_virulence genes
Plasmidfinder plasmids
Seqsero2 predicted antigenic profile
Seqgsero2 predicted serotype
Serotypefinder_serotype
Ts mlst predicted st

Select columns

TR e o0 o

Show: all | none Sort: alphabetical

] resfinder_results a
SAVE THIS COLUMN SELECTION

Your saved column selections:
m [l seqgsero2_predicted_antigenic_profile .
pulsenet_genotyping ()

wi [[] seqsero2_predicted_contamination .
U seq P ac_metrics ()

1 [ seqsero2_predicted_serotype
i [] seqsero2_report

wi ] seqsero2_version

[ serotypefinder_docker

[ serotypefinder_report

win [l serotypefinder_serotype

CANCEL m
3. Hatucuite "36epertu ueit BuOip cToBmus", Ha3BiTh BUOIP CTOBMILIA
"pulsenet genotyping" i HaTucHITH "30epertu", a moTiM HATUCHITH "['0TOBO".
IMPUMITKA: Hxwo 6u dooacme abo sudanseme cmosnyi 3 iCHYIOY020 8UOLIEHHS
cmosnyie, HamucHime "30epeemu ye sudinenus cmosnyis”, subepime HA38) 3i CHAOHO20
MmeHio i Hamucuims "Onoeumu”.
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Select columns

Show: all | none Sort: alphabetical
wue [ resfinder_pointfinder_results - Save this column selection
wu [ resfinder_results Column selection name
« [ resfinder_seqs l pulsenet.genotypingl  x ]
latfo )
[ s2q_platform pulsenet_genotyping
= [ seqsero2_pradicted_antigenic_profile -
«ue [ seqsero2_predicted_contamination SAVE
«u [ seqsero2_predicted_serotype
e [ seqsero2_report Save this column selection  j.csione:
wue [ seqsero2_version qe_metrics (1)
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Joaarox PNID01-6. 3apanTa:;xkeHHs 10AaATKOBUX MeTagaHux 0 Terra st nogaHHsAa 10
NCBI ta HanamITYyBAaHHS BUIJISIAY TA0JUI JaHUX JJI MeTATAHNX

e NCBI Bumarae 3aBaHTa)XE€HHS MiHIMaJIbHUX METAIaHHUX ISl CTBOPEHHS 0103pa3KiB JJIst

MOCTIIOBHOCTEH, 5iKi OyAyTh 3aBaHTaxeHi B SRA.

Ockinbku Metanani NCBI matoTs OyTH BifdopmMaToBaHi IeBHUM YHHOM, OyIIb J1acka,
BHKOPHUCTOBYHTE MIa0JIOH METaIaHNX MaTOreHiB, Haganuii kommaniero Theiagen, ms
3aBaHTa)kKeHHS MeTananux 1o Terra: https:/theiagen.notion.site/Terra_2 NCBI-

8f014c73acc44465a3d69cf4df93adfe.

e [IlaGioH MeTagaHUX Ma€ TPU BKIIAJIKH:
[Tepma Bknaaka, sika HazuBaeThes "[losscHeHHs 3MIHHHX", MICTUTh OITHC

o)
1 b |l b
000B'I3KOBHUX 1 HEOOOB'I3KOBUX I1OJIIB.
b b n n
o MeranaHi 114 3aBaHTaXXEHHS BBOJATHCS HA IpyTii Bkiaami "Mertanani".
" b b | | b
o Tpers Bxiaaka "Baminaris" moxe OyTH BUKOPUCTaHA JUIsI TEPEBIPKU
MPaBUIILHOCTI 3aIIOBHEHHS HEOOX1THUX METaIaHUX.
File  Home Insert Pagelayout Formulas Data Review View Help
(i i n JA A= =E] 9 | Bwepre Cm— AR e
B Copy v i
Paste e o L|l==== - - Conditional Formatas Cell Insert Delete Format
< Sromatpaner | B 1 U~ |H Qv A £ = =[= = | EMergeaiCenter $ 2% 9 B Formatting v Table v Styles v v & Clear v
Clipboard ~ Font ~ Alignment ~ Number ~ Styles. cells =

B30 - e | Describes the physical, environmental and/or local geographical source of the biological sample from which the sample was derived.

4 A I B ] ¢ | o | E | F |6 | H | V| J |k | L | M]|]N]O|®P | @ |RrR|sSs | T | uUu/]|w¥ | WwW]|x|¥Y |z

:

; = |F YOU DO NOT HAVE A REQUIRED VALLI

;i GENERAL - REQUIRED

. if possible]. It is OK to submit an organism name that is not in the NCBI datab:
hitp#bi tal. i
Explanations of variables | Metadata ‘ Validation ‘ @ i [
Ready [ General X Accessibiliy: Investigate [@ Display Settings [

AL Type here to search

II{00 3aBanTaxuTH (ailn MmeTaganux naroreny Ao Terra:

3anoBHITH 000B'SI3KOBI Ta HEOOOB'3KOBI (32 HEOOX1THOCTI) IOJISI HA BKJIAAL METaaHUX
B CJIEKTPOHHIN TaOJIMIIl MIA0JIOHY METaJaHUX MMaTOTCHY:
IMPUMITKA 1: 6u moowceme ssecmu "Biocymus" 0ns 6yo0v-axoi Heobxionoi inghopmayii,

AKOL Y 8ac Hemae abo Ky 8u He Xxoueme NyOIUHO PO320N0ULYBAMIU.
MMPUMITKA2: Haseodeni Hudxcue memaoari € minimanvHumu sumoeamu PulseNet USA
00 memaoarnux 0 3asaumadcennsi 8 NCBI, po3pobrenumu 3 memoro 3axucmy

KOHGiOenyitinocmi nayienmia i YilicHOCMi NOMOYHUX 00CTIONCeHb CNANAXie. 3 iHu020

1.



https://theiagen.notion.site/Terra_2_NCBI-8f014c73acc44465a3d69cf4df93adfe
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OOKY, HA0AEMbCL OOCMAMHBO eNni0eMiONO2IUHO KOPUCHOI iIHopmayii, 0codbIUB0 Wooo
HeKHIYHUX 3PA3KI8, W0 noieuumu GU3HAYeHHs: ampuoymis.

a.

b.

¢~

mSge h

P

VY knituaky Al BBemiTh Ha3BY TaOJIUIN TaHUX, JI0 SKOI OyayTh 3aBaHTAXKEH1
MeTanaHi: entity:data_table_name_id, nanpuknan, entity:quality control id.
Entity: BBeniTh imeHTH(IKATOPH 3pa3KiB, K1 BIAMOBIAAIOTH 1IeHTH(DIKATOpaM
nociigoBHoctei y Terra.
Submission_id: BBeniTh yHIKaIbHUHN iAeHTHIKATOP 11 3pa3ka. Le
inentudikarop, skuii Oyzae Bimoopaxarucs Ha caiiti NCBL

i. BBemiTh submission id Takox y kKoyioHIl "mram".

ii. Bsexitp "submission id-001" y ctoBmuuk "library id".
HazBa: "PulseNet".
s "library strategy", "library _source", "library selection", "platform",
"instrument_model" 1 "filetype" BuOGEpiTh MOTPIOHY OIIIIIO 31 CIIATHOTO MEHIO.
[TnanyBanns 6i0miotexu: "IlapHa".
Oprani3M: pifa i BUI.
Collected by: maboparopis, 110 Ha/iaaa MOCHTiIOBHICTb.
JlaTa 300py: pik Qs KJIIHIYHHX 130JIATiB, PiK i Micsb 1JI HeKJTiHIYHUX
130sTiB. O0OB's13K0BUI hopmat: [TTT:MM:1/], Hanpuknaz, A KIIHIYHOTO
3paska, BunisieHoro B 2024 pori: 2024-01-01. [Ins HEKITIHIYHOTO 3pa3Ka,
BUJICHOTO B mIoToMy 2024 poxky: 2024-02-01.
Geo _loc name: kpaiHa-mxepesio AJsi KIIHIYHUX 130J15TIB, KpaiHa-zKepesio Ta
mTaT (00 iHIIe OLIBII JeTajibHE MiCIe3HAXO0/IKEeHHST) 1JIA HEKJIiHIYHUX
1307151TiB. BUKOpHCTOBYITE IBOKpANKY, 100 BIIOKPEMUTH KpaiHy Ta OUIBII
neTanbHy Jokairo, Hanpukian, CHIA:Kamidophis.
Jlxepeno i3ossmii: "BiacyTHe" 1151 KJIIHIYHUX 130J1TiB, TOUHE JAKePeto 1JIs
HEKJIiHIYHMX 130JITiB, HATTPUKJIAJ, callaT, Kypsida rpyaKa, Ma30K TOIIO.
Turm 13074Ty: KIHIYHUAHN, 3 JOBKULIS, XapuoBUI a00 TBAPUHHOTO TTOXOHKCHHS.

. Ceporun: CepoTHIl KUUKOBOT NATUYUKU.

Ceposap: CepoBap canbmonenu.
Tinvku kniniuni (M100CbKO20 NOXO00IHCEHHA) ROCAIO06HOCMI

Autosave @D 3 D O - 5 Terra_2_NCBI-PATHOGEN-metadata-2023-01-30 © General = Saved ™ £ Search Trees, Eija (CDC/NCEZID/DFWE
File Home Insert Page Layout Formulas Data Review View Help
i A av - AutoS:
D);c“( Calibri v AT A E v 25 Wrap Text General v ﬁ @ E/ %E g}:( ﬁ F:u b
Copy ~ ill v
Paste - Conditional Formatas Cell Insert Delete Format
B I U+ H~ & A = ~ v 0 < 0
v < Format Painter = v = = B8 Merge & Center $ % 9 WM Formatting v Table ¥ Styles~ v § Clear v
Clipboard ~ Font. = Alignment & Number ~ Styles. Cells

[=
2
15}

[ x v &

A LA & | 6 | 6 | 6 | @& |6 | 1 | ) |« L

el = A

entity:quality_control_id _|library_ID title library_strategy _library_source library_selection library_layout platform instrument_model  design_description filetype ission_id
2017C-4936 2017C-4936-001 PulseNet WGS GENOMIC RANDOM paired ILLUMINZ Illumina HiSeq 2500 Missing fastq 2017C-4936
2018C-4039 2018C-4039-001 PulseNet WGS GENOMIC RANDOM paired ILLUMINZ lllumina HiSeq 2500 Missing fastq 2018C-4039
2019C-3204 2019C-3204-001 PulseNet WGS GENOMIC RANDOM paired ILLUMINZ lllumina HiSeq 2500 Missing fastq 2019C-3204
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Autosave @D [ D v O Terra_2_NCBI-PATHOGEN-metadata-2023-01-30 ' General = Saved v £ search “/NCEZID/DFWED/EDLB) (CTR) | TE
Fle  Home Insert Pagelayout Formulas Data Review View Help & Comi
cut 1 1 | = Autosum v A N
£ o ECE o B R D EmRE| Iy S
opy v M
Paste « Conditional Formatas Cell | Insert Delete Format Sort& Find & | Sensit
v Sromatpaner | B T Y B Merge & Center $~% 9 WA Formatting ¥ Table v Styles v v © Clear v Filter v Select v v
Clipboard ] Font [ Aigament [ Number [ Styles cels Ediing Sensit)
M1 v i X« f | organism
M N | o | P | Q | R | s LT |
1 organism collected by collection_date geo_loc_name host host_disease isolation_source lat_lon isolation_type sample_title _ culture_(|
2 pstq  }2017C-4936  {Escherichia coli_|CDC 2017-01-01|USA Homo sapiens | Missing Missing clinical 2017C-4936
3 pstq  12018C-4039  |Escherichia coli_|[cDC 2018-01-01|USA Homo sapiens | Missing Missing clinical 2018C-4039
4 pstq  }2019C-3204 __!Shigella sonnei [cDC 2018-01-01 USA Homo sapiens clinical 2019¢-3204
5
6

Terra_2_NCBI-PATHOGEN-metadata-2023-01-30 General * Saved v O search Trees, Eija (CDC/NCEZID/DFWED/EDLE) ([CTR) (TE m o X
fle  Home Insert Pagelayout Formulas Data Review View Help © Comments | | i share
= ) = Aurosum =
[T IJ‘;M Calibri B BT Tead - E B 2= H Zumsm - g O |
copy ~ -
st . . . o s | Conitional Fommatas Cell | lncert Delete Forenat Sort& Find& | Sensitity  Ad
Fromairames | B 1Y = Eleoe s Conter $0% 03 B e syese | Qoear e ety [ v
=1 Fort Il Alignrmers 1=l umber e Styles. cells. Edting ‘sersitiity Add-ins. ~
o1 - 5 R
c | ] 3 6w | | ) | K L Mo [
1 entity:.quality_cantrol_id IlibllNJD title library_strategy  library_source  library_selection  library_layout platform instrument_madel  design_description  filetype |submission_id organism
2 |2018C-3238 2019¢-3238-001 PulseMet WGS GENDMIC RANDOM paired ILLUMINA Illumina HiSeq 2500 Missing tastq 2019C-3238 Escherichia coli
3 | 2015c.3887 2015C-3887.001 PulseNet WGS GENOMIC RANDOM paired ILLUMINA lllumina HiSeq 2500 Missing fastq | 2015C.3887 Escherichia coli
4 |2017C-4938 2017C-4938-001 PulscNet  WGS GENOMIC RANDOM paired ILLUMINA Illumina HiSeq 2500 Missing fastg 2017C-4938 scl ichia coli
5 [20130 20131-5357-L RMAupd. PulseNet WGS GENOMIC  RANDOM paited ILLUMINA lomina MiSeq  Missing fastq  |20131-5357-Lamdupdate  Listeria monocytog

Autosave @D [F D~ ¢ - Terra_2_NCBI-PATHOGEN-metadata-2023-01-20 @ General = Saved v O Search Trees, Eija
File Home Insert Pagelayout Formulas Data Review View Help
4 cut Calibri Y A A == ¥ Bwaerea Text 4| El % E/ & = H=
[mcopy ~
Paste v Conditional Formatas ~Cell Insert Delete Format
I Ue Ev O A o o) O <0 .00
v <¥ Format Painter = v Merge & Center $v% 9 BB Formatting v Table~ Styles v v v N
Clipboard 5] Font 5] Alignment 5] Number ] Styles Cells
o1l - > S|
A | m | N | o P | Q | R | s (T u | v | A
1| organism collected_by collection_date geo_loc_name host host_disease isolation_source lat_lon isolation_type [Str isolate
2 | Escherichia coli cpc 2017-01-01 USA Missing Missing Missing Missing clinical 2017C-4936
3 | Escherichia coli cpc 2018-01-01 USA Missing Missing Missing Missing clinical 2018C-4039
4 | Escherichia coli cpc 2018-01-01 USA Missing Missing Missing Missing  clinical 2019C-3204
5 | Listeriamonocytogenes CDC 2013-07-01 USA:WI Missing Missing cheese Missing food 20131-5357-LRM4update
6 |
7

2. TlepeiiaiTh Ha BKIAIKY
mabJIOHy METaTaHuX.

"Bamigamis", mo0 miaTBepAUTH MPABIIBHICTH 3alTOBHEHHS

Autosave @D B2 O v O General = Saved v £ search Trees, Eija (CDC/NCEZID/DFWED/EDLB) (CTR)  TE B
Fle Home Insert Pagelayout Formulas Data Review View Help ) Comments | & Share]
9 = AutoSum v
A b K== o Bwerne General B B EREI Y O §
Copy v
Paste . . = .9 <o g0 | Conditional Formatas Cell | Insert Delete Format Sort& Find & | Sensitivity | Add-ins
v Sromatpainter | B T Y Merge & Center $% 9 @R Formatting v Table v Styles v v v v § Clear v Filter v Select v v
Clipboard 5 Font &l Algnment 3 Number 5 Styles cells Editing Sensitvy | Add-ins

D18 - > S || =IFcoun) 12)=1, IF(ISNL CH(LEFT 12,SEARCH("", 12)-1),Library and Platform Vocabulary'!$A$117:5A5413,0)), "Yes", "No"),"")

A A | B C D E F

1] This tab is intended to help ensure your metadata fields are valid.

2| Not all issues can be captured here; please carefully examine the Explanations of variables sheet for detailed information.

3] Please be aware that even if your metadata passes this validation check, it does not ensure 100% valid metadata fields.

4

5| Did you correctly fill in your Terra table name on the Explanation of Variables tab? No, please update this field.

6| CHECKING REQUIRED FIELDS... CHECKING SEMI-OPTIONAL FIELI
7 |Row# |Are the library_id and submission_id different? Do all required fields have values? Does geo_loc_name have the proper format? Is the collection_date valid? Does either the strain or isolate fields have
8 | 2[ves Yes No Yes Yes

9| 3|ves Yes No Yes Yes

10] 4|Yes Yes No Yes Yes
n|
12|
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Autosave @D B D v G- Terra_2_NCBI-PATHOGEN-metadata-2023-01-30 ) General = Saved v £ Search Trees, Eija (CDC/NCEZID/DFWED/EDLB) (CTR)  TE e} = (=)
File Home Insert Pagelayout Formulas Data Review View Help @ 's)
‘ >~ 7o T = AutoSum v
[ ot 9o | Bwapron Genral I EH D ERE v O § | B3
Tcopy ~ — e Fill v
Paste 5 — o <o o0 | Conditional Formatas Cell | Insert Delete Format Sort& Find& | Sensitivity | Add-ins
v @\~ = v v
v Sromatpamer | B 1 Y |H === Merge & Center $-% 9 @y Formatting v Table v Styles v v v § Clear Filter v Select v v
Clipboard 5 Font Alignment & Number 3 Styles cells Editing Sensitvty | Add-ins

2 ARAE Je | =IF(counT/ 1,IF(COUNT/ 16)=20, "Yes", "One (o more) of these fields are empty")"")
4 A | 8 | ¢ | o I £ | G LG
1] This tab is intended to help ensure your metadata fields are valid.
2] Not all issues can be captured here; please carefully examine the Explanations of variables sheet for detailed information.
3] Please be aware that even if your metadata passes this validation check, it does not ensure 100% valid metadata fields.
4
5 | Did you correctly fill in your Terra table name on the Explanation of Variables tab? No, please update this field.
6] CHECKING REQUIRED FIELDS... CHECKING SEMI-OPTIONAL FIELDs...
7_|Row# _|Are the library_id and submission_id different? Do all required fields have values? Does geo_loc_name have the proper format? _Is the collection_date valid? Does either the strain or isolate fields have a value?
8] 2[ves Yes No Yes Yes
9] 3|ves Yes No Yes Yes
10| 4|Yes Yes No Yes Yes
11 5|ves Yes Yes Yes Yes
2|
12

NPUMITKA: sarioayia nanedcrnozo ghopmamy ceoepadiynoeo po3mauly8anHs npotioe
MINLKU 6 MOMY BUNAOKY, AKWO 8KA3AHA KpaiHa-0dcepeno i Oinbu demanvhe
Mmicyesnaxoocenns. Takum yunom, sanioayis He npotioe 0/ KIIHIYHUX i301mi6, 05
AKUX 8Kazana auute Kpaina noxooxcenns. Oonax NCBI npuiimve Kpairy noxo0oicenus sax
€0uHe 2eocpapiune MiCyesHax00HCeHHs.
3. 30epexiTh 3aMOBHEHUH 11a0JI0H MeTalaHuX y GopMmari tsv (3 Talyssiiero). HaTucHiTh
"OK" y cimmBaro4oMy BiKHI, B IKOMY 3a3Hau€HO, 1110 BUOpaHUil Tul (aiiny He
MIITPUMY€E KHUTH 3 KUJTbKOMa apKyIIaMHu.

() Home
@ Recent I [= OneDrive - CDC > +My Large Workspace > backup > Terra > NCBI uploads
N cen
) (= [ Tema_2_NCBI-PATHOGEN-metadata-2024-04-19 |
B Open e [Text (Tab delimited) (=01) 3 | B save ‘
Excel Workbook (*xIs0) [
OneDrive - CDC Excel Macro-Enabled Workbook (*xlsm)
Info. eih9@cdcgov Excel Binary Workbook (*xisb)
Bxcel 97-2003 Workbook (*xs)
Save a Copy Sites - CDC CSV UTF-8 (Comma delimited) (*csv)
eih9@cdc.gov XML Data (i)
o Single File Web Page (“mht, *mhtmi)
Other locations. Web Page (-htm, *htmi)
T o Excel Template (*xit)
&l Excel Macro-Enabled Template (xitm) "
Excel 97-2003 Template (1)
Export
@ Add a Place Text (Tab delimited) (xxt)
R Unicode Text (+xt) u
ublis
s XML Spreadsheet 2003 (*xmi)
rowse
Microsoft Excel 5.0/95 Workbook (*xls)
= €SV (Comma delimited) (*csv) AM
Formatted Text (Space delimited) (<prm)

Microsoft Excel X

The selected file type does not support workbooks that contain multiple sheets.

1\ «To save only the active sheet, click OK.

= To save all sheets, save them individually using a different file name for each, or choose afile type that supports multiple sheets.

o]

4. V¥ Bxumanmi "dani" poboyoro npoctopy Terra HatucHiTh "IMnopryBatu naHi" 1 BUOEPITH
"3aBanTaxkxutu TSV" y BUnazarouomMy MeHIO.
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Workspaces » theiagen_pni/TheiaProk_PNI_Training_ETrees »

Add reference data

o 2017C-4938
B 2300109 (2) ] 2018C-4039
B CDC_ATCC_Sequences (42) 6] 0 2018C-4709-L-A1-USA-CDC-pel
B CDC_ATCC_Sequences_set (22) @ O 2018C-4709-L-A2-USA-CDC-pel

02 1001 R1 001 .fastg.gz
94 1001 _R1_001 faste.gz
L001_R1_001.fastq.gz

L001 R1 001fastg.gz

WORKSPACES Data
DASHBOARD DATA ANALYSES WORKFLOWS JOB HISTORY
-
© IMPORT DATA # EDIT 3 OPENWITH.. [3 EXPORT o SETTINGS 1 row selected
Upload TSV i » =
— O~ quality_control_id 10: read2
Open data uploader = ZULTCHTS 1a LUUL K1 UULISSWGUL ZULIL-a950-U0ULS

2017C-4938-D0023

2018C-4039-D002%

2018C-4709-L-A1-M

2018C-4709-L-A2-M

5. ¥V cinuBarouomy BikHi "IMnopt ganux tabmumi" Ha Bkiaani "IMnopt daiiniB" KiIanHITh
rmocepenuHi, moo BuOpaTu daii tsv.

table.

Import Table Data

Choose the data import option below. Click here for more info on the

Data will be saved in Terra-managed location: us us-centrall {lowa)

FILE IMPORT TEXT IMPORT

Select the TSV file containing your data:

‘ Drag or Click to select a tsv file

Selected File: None

TsV file templates
& Download sample_template.tsv

[ Terra Support: Importing Data - Using a Template

CANCEL

6. Ilepeiinite 1o micis, ae 30epiraeTbest Gaiin MeTaganux tsv, BHOEpiTh HOT0 1 HATUCHITH

n 1 n
Bigkputu".
[ Open P
4 [ « backup > Terra > NCBIuploads + © | Search NCBI uploads P
Organize * New folder = O @

3 Quick access

A Name

|| K3307-L-A1-M3235-23-002_51_1001_R1_001 fastq.gz

v

tatus

]
esktop -23-002_S1_1001_R2_001fastq.gz
I Deskt * [ K3307-L-A1-M3235-23-002_S1 1001 R2 001 f @
& Downloads ” [ K3307-L-A2-M3235-23-002 52 1001 R1 001 fastqgz =~ @
OneDrive - CDC - [ K3307-L-A2-M3235-23-002 52 1001 R2 001 fastqgz =~ @
FS10002635 () N manual_upload_metadata_240415 tsv @
NCEZID_ DFWED, EDLE, PulseNet Dat » manual_upload_metadata_240415-2.tsv @
@ |  EDLB_PulseNet Data X
. manual_upload_metadata_240416:tsv @
] bl s
assemblies NCBI uploads accessions through Terra @
& pictures L4 Terra_2_NCBI-PATHOGEN-metadata-2023-01-30 @
I 2023-2024-AMD-R9-Plasmid-and-virulence-proje # Terra 2. NCBI-PATHOGEN-metadata-2024-04-15 ©
I spades-2023-10-19 b4 | Bl Tera 2 NCBI-PATHOGEN-metadata-2024-04-19 ®
I skesa-2023-10-30 * B Terra_2 NCBI-PATHOGEN-metadata-2024-04-19 e}
AMD Incubator proiect with Care Facility “Ia >
File name: [Terra_2_ NCBI-PATHOGEN- metadata-2024-04-19 ~| [AnFies N

A

7. Y crumBarouomy BikHi "IMmopryBatu naHi Tabsmii" BU mobavnTe MonepeKeHHs mpo Te,

10 JaH1 BKe ICHYIOTh Y BIIIOBIIHINM TaOJIUIlI JaHKUX, 1 3aBAaHTAXKCHHS HOBUX JaHUX 10
Hel MOJKe TIPU3BECTH JI0 ITePE3aiCy HAsSBHUX JaHUX. TaKoX 3'IBUTHCS TOMEPEKEHHS,
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K110 (pailyr MeTamaHux tsv He MICTUTh OJHAKOBOT iH(GOpMaIlii (AesiKi JaHl BiICyTHI IJIs
JeSIKUX TTOCITIIOBHOCTEH) 171st BCiX 3amuciB. HarucHiTh Ha kHONKY "llouaTtu iMmopt".

Import Table Data

Choose the data import option below. Click here for more info on the

Data will be saved in Terra-managed location: us us-centrall {lowa)

FILEIMPORT  TEXT IMPORT

select the TSy file containing your data
Clear

| Drag or Click to select a tsv file

Selected File: Terra_2_NCBI-PATHOGEN-metadata-2024-04-13.txt

Data with the type ‘quality_control"alrcady exists in this workspace.
loading more data for the same type may overwrite some entries.
A\ Upioad "data for the it i

A\ We have detected empty cells in your TSV. Please choose an option:
® Ignore empty cells (defaut)

O Overwrite existing cells with empty cells

TsV file templates
& Download sample_template.tsv

[Z Terra Support: Importing Data - Using a Template

[Nl STARTIMPORT JOB

( )|
Upload selected data

8. [licns 3aBeplIeHHS 3aBaHTAKEHHS BU NT0OAYMTE OakaH1 MOJIS METaIaHUX, 3aIIOBHEHI B
TaOJIUI TaHUX.
Workspaces » theiagen_pni/TheiaProk_PNI_Training ETrees »

= @ workspaces i

DASHBOARD DATA ANALYSES ~ WORKFLOWS  JOBHISTORY
( © MPORTDATA ] p 2o xovevwm. poeeoRT g sETINGS | 3 rowsselected = ADVANCED SEARCH
TABLES v O | quality controLid 10 @F collected_by @F collection_date @F design_description @F filetype
o 2017C-3830-LRMéupdate
Q
2017C4936 coc 2017-01-01 Missing fastq
2300109 (2) @ o 2017C 4938
@ CDC_ATCC Sequences (42) o] 2018C4039 coc 2018:01-01 Missing fastq
B CDC_ATCC_Sequences_set (22) @ [u] 2018C-4709-L-A1-USA-CDC-pel
@ illumina_PE_v1-0-0 (25) @ o 2018C-4709-L-A2-USA-COC-pel
@ analysis_pt_24 (45) @ o 2018C-4709-L-B1-USA-CDC-pcl
@ analysis_pt_24.set (12) ® o 2018C-4709-L-B2-USA-COC-pel
@ orange. miseq_specimen (20) ® o 2018EL-1053a-L-A1_USA CDC_pcl
B orange_miseq_specimen.set (1) o] O | 2018EL1053L-42.USA.CDCpcl
@ pritraining sample (11) © o 2018EL-1053a-L-B1_USA_CDC_pcl
2018EL-10532-L-B2_USA_CDC_pcl
@ pni_training_sample_set (1) o] o -USACOCp
2 201903204 coc 2018.01-01 Missin fast
@ pnusa_im_cj_certification (99) o “ 8 9 q
| o 2019¢3238
@ pnusa_Im_cj certification_set (30) ®
o 92.01-L-A1 coc Missing Missing fastq
@ quality_control (92) 0] I
| o 92.01-1-A2 0 B - R
@

B quality_control_set (26)
1-920f92 [«][<] > [»] tems per page: [100 v}

CTBOpITH OKpeMe MOJAHHA MeTAJAAHMUX I TA0JUIi JaHUX
1. Ha Bxmami "/laui" BubepiTh TaAONHINIO TaHUX, KA BAC I[IKABUTH, & IOTIM BUOEPIThH
"HanamryBanus".
2. 'V po3aini "Bubparu cToBmii" mo3HauTe BCi MOTPiOHI CTOBMIN METaIaHUX.
a. Pexomennmosani Meramani mig mogadi 8 NCBI:
i. collected by
il. collection date
iii. filetype
iv. geo loc name
v. instrument model
vi. 1isolation_source




MIJKHAPOJ/THA CTAHJAPTHA ONEPAIIMHA ITPOIEJYPA PULSENET JIJISI AHAJI3Y JAHUX
KOPOTKOI'O 3YUUTYBAHHA WGS ILLUMINA 3 BUKOPUCTAHHSAM IVIAT®OPMH TERRA.BI

Jok. No. PNIDO01

Bep. No. 01 Jata Ha0yTTsl YMHHOCTI: Cropinka 65 3 67

(98]

Vii.
Viil.
IX.
X.
XI.
Xil.
Xiil.
X1v.
XV.
XVI.
XVil.
XVIil.
XIX.

isolation_type
library id
library layout
library_selection
library source
library strategy
organism
platform

strain
submission_id
title

serotype
serovar

b. JlomarkoBa kopucHa iH(OpMaIlis PO MOCTIAOBHICTh

1.

ii.
1ii.
1v.

V1.

readl (imM's paiimy R1 FASTQ)
read2 (im's paitmy R2 FASTQ)
assembly fasta (Miciie po3ramryBaHHs 30ipku, 3reHepoBaHoi Terra)
SAxmo Bu 3aBaHTaxyeTe AaHi 6e3nocepennbo 3 [llumina BaseSpace:
1. basespace collection_id
2. basespace fetch analysis date
3. basespace fetch version
4. basespace sample id
5. basespace sample name
biosample accession
sra_accession

Select columns

Show: all | none Sort: alphabetical

[ design_description - MJ
filetype
E geo_loc_name Your saved column selections
O host Metadata (1)
i [ host_disease pulsenet_genotyping (&)
wi [ instrument_model qc_metrics (&)
isolation_source
isclation_type
Iat_lon

[ library_ID
library_layout

[ library_selection
B library_source

M lihran ctrarany

Hatuchits "30epertu neit Bubip croBms".

Ha3zgite Bubip crosms "Metamani" 1 HaTucHIThH "30epertu” ta "I'oToBO".
IMPUMITKA: Hxwo 6u dooacme abo sudanseme cmosnyi 3 iCHYIOY020 8UOLIEHHS
cmosnyie, HamucHime "36epeemu ye sudinenus cmosnyis”, subepime HA38) 3i CHAOHO20
mento i HamucHimb "Onogumu”.
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Select columns

Show: all | none Sort: alphabetical
[ design_description a Save this column selection
filetype Column selection name

* i geo_loc_name l Metadata X

w0 [] host
This column selection will be shared
with all users of this workspace.

i [ instrument_model
UPDATE
«: [ isolation_source

[ R

i [ isolation_type Update this column selection ‘mms

wi: [ lat_lon /
Metadata

v libraryID pulsenst_genotyping (2
ge_metrics (O

# [] host_disease

library_layout

library_selection
=t [ library_source |

s W library stratems

CANCEL m

5. Tenep y Tabnuili 1aHUX MalOTh OyTH BUAUMUMU JIUIIIE MTOTPIOH1 CTOBMIT METaTaHUX

Workspaces > theiagen_pnif/TheiaProk_PNLTraining_ETrees »

'WORKSPACES Datay
DASHBOARD DATA ANALYSES WORKFLOWS ~ JOB HISTORY
B sy O | #EOT EOPENWINL [ oworr g ENGs | orousselces E— Q
B analysis_pt_24.. (12) © O~ quality_control_id 1@} ple_accession © collected_by @F collection_date @F filetype @i geo
R e R puae —
@ orange_miseq_... (20) @
O 2017C-4936 1039458 coc 2017-01-01 fastq usa
@ orange_miseq s.. (1) ©
O 2017C-4938 m
@ pni_training_sa.. (11) ©
O 2018C-4039 1039457 coc 2018-01-01 fastq usa
@ pri_training_sa.. (1) @ I
O 2018C-4709-L-A1-USA-CDC-pel
B pnusa_lm_gj_ce.. (99) ©
O 2018C-4709-L-A2-USA-CDC-pel
B pnusa_lm_gj_ce... (30) ©
O 2018C-4709-L-B1-USA-CDC-pel
B quality_control (94)
quality_contrel (94) © I O 2018C-4709-L-B2-USA-CDC-pel U
@ quality_control... (26) © O 2018EL-1053a-L-A1_USA_CDC_pcl
REFERENCE DATA v [m] 2018EL-1053a-L-A2_USA_CDC_pel
Mo references have been O 2018EL-10535-L-B1_USA_CDC_pcl
Add reference data
O 2018EL-10535-L-B2_USA_CDC_pcl
OTHER DATA ~
O 2019C-3204 1039456 coc 2017-01-01 fastq Usa
@ Workspace Data q S
m 2019¢-3238

DI Files L 1-940f94 [« [ <] [>|[»] temsperpage
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Honarox PNID01-7: Orasin po6ouoro npouecy TheiaProk n/s BusHayeHHs1 0aKkTepiaJbHUX

XapaKTepUCTHK

- N Raw Read
Bacterial WGS, Paired-End &
User Input Fil, ilumis o Quality Assessment:
putrite () umina Reads (FASTQ) TR SCAN | e ey
De Novo | - = |
Assembly | Organism Typing I
| I
QG Assesments. D | ‘Saimonefia spp. ‘Salmoneila enterica Typhl Eschericiia spp. Listerta spp. |
Default Sample ! Serotype Prediction: Genotyping: Serotypa Prediction: ‘Sercgroup Prediction: !
Charactarization Quality Trimming & Cleaned Read 1 SeqSero2 & SISTR GenoTyphi SerotypeFinder & ECTyper LisSero 1
Optional Sample ) Adapter Removal: Quality | \
Characterization L Trimmomatic & BBDuk FASTQ-SCAN | )
: Kiebsieila SR, Legt is compl :
| | MLST & Serotype Prediction, AMR & Virulence Profiling: Sequence Based Typing: Lineage and AMR Profiling: 1
| Klaborate Logsta TEProfilar H
| I
De Novo Assembly: A Assermbly | |
| 1 Ehos QUAST & BUSCO 1 1
____________________________________________________
1 1
| ]
| 1
MLST Profiling: AMR Gene Detection: Taxon Assi Organism Typing:
MLST (Toresten Seeman) AMRFinderPlus Gambit Various Resources
| 1
| 1
| Gene Annotation: ! Plasmid Replicon Gene
: Pro : Detection: PlasmidFinder
| 1
PR, ., o
7l r B
Average Nucleotide Identity: AMR Gene Detection:
| MUMmer ANI | meseinder & pointrinder |
EENERT T D ST J
TheiaProk Workflow for Bacterial Characterization




